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Detection of the TWIST1 promoter methylation state through fluorescent quantitative PCR

in urine sediments of bladder cancer
LU Ming, QIAN Lin,PAN Bin,CHEN Jian-gang,ZHAO Ping
(Department of Urology, Nantong First People’s Hospital ,Nantong 226001 , China)

[Abstract] Objective:To assess the TWIST1 promoter methylation state in urine sediments and evaluate their value in diagnosis of
bladder cancer. Methods: Fifty patients with bladder cancer, 13 patients with non tumorous urinary disease and 7 healthy volunteers
were recruited in the study. The TWISTI promoter methylation state in urine sediments was determined by real-time fluorescent
quantitative PCR. The urine exfoliative cytologic examination was also performed. Results: The positive rate of TWIST1 promoter
methylation was 64.0% (32/50) in exfoliated urothelial cells of 50 patients with bladder cancer, no one showed positive TWIST1
promoter methylation in the control group. The difference in the positive rate of TWIST1 promoter methylation between two groups was
significant(P < 0.01). TWIST1 promoter methylation status did not correlate with stage and grade of bladder cancer,though there was
a trend that more frequent methylation was detected in higher stage bladder cancer. The sensitivity of detecting TWIST1 promoter
methylation by real-time fluorescent quantitative PCR in the diagnosis of bladder cancer was 64.0% ,and specificity was 100%. The
positive rate of urine exfoliative cytology was 48.0% (24/50) ,and sensitivity and specificity were 48.0% and 100.0% respectively.
Conclusion; It has high sensitivity and specificity to detect the TWIST1 promoter methylation in exfoliated urothelial cells for the di-
agnosis of bladder cancer. The TWIST1 promoter methylation might be a potential biomarker for the noninvasive and painless detec-
tion method in early diagnosis of bladder cancer.
[Key words] bladder carcinoma;methylation ;real-time fluorescent quantitative PCR
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With Ct value on the research objects by features

ROC curves statistical analysis
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Table 1 Urine precipitation cells TWIST1 gene promoter methylation rate and urine exfoliated cells check comparison

Ko s U (%) FEE (%) LWHERTE (%) Youden Kappa
TWIST1 H AR 64.0 100.0 74.3 0.640 0.540
PR 9% 4 2y 48.0 100.0 62.9 0.480 0.345
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