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[Abstract] Objective:To evaluate the impact of the single nucleotide polymorphism (SNP) in Janus kinase 2 (JAK2) rs1887427
on gastric cancer risk. Methods:In this hospital-based,case-control study,the genotypes were identified by polymerase chain
reaction-restriction fragment length polymorphism protocols. Results: The frequencies of the wild and variant genotypes in cases were
significantly different from those of controls (P = 0.027). Compared with individuals with the wild genotype AA,subjects with the
variant genotypes (AG + GG) had a significantly higher risk of gastric cancer (P = 0.023,adjusted OR = 1.71,95% CI = 1.08-2.71).
Moreover,in stratified analysis,the elevated gastric cancer risk was especially evident in younger individuals,males and
nonsmokers (P < 0.05 for all). Conclusion:The JAK2 polymorphism is associated with an increased risk of gastric cancer in
Chinese population.
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Figure 1  Digestion of the PCR products of JAK2 rs1887427 by

restriction enzymes
123 Bzl

BERLAIZT 10% HIFEAS B A 520, 45251 100%—
2 A R RILIBERL S St AT 7 a2
[, PCR P g AL 128 B0 7 50
1.3 “itsrk

JIT A B R T SPSS13.0 AR HEAT 43 #T . P <
0.05 INHZEFHGIT#E XL, H Shapiro-Wilk #5156
R g B ORI IE S P, 5 RS20 1 BE >k
Student’s ¢ K56 ; 52 I A 20 7 1Y 088 >R Mann-
Whitney FAGEE , 22275 AT JAK2 DK R4 A F
Pearson x* ;56 . Hardy-Weinberg i (1 R FH L5
DURE x> K, JAK2 22 25 i IRURS: ) A S A
HEFEE (OR) 1 95% AT {5 X 6] (CD A i1,

2 & R

2.1 FRRAT R — AR

ZARNE WA B WL 1, w4 R B2 e
PERIFARIS ¥ Tegeit22 2 5 SR Xt i 2, It
H A AEWIA A b 57 0 FOHE R v 9 s T
BTG IR X, B, FIX R AR E S il 2H
BERE I WA (P = 0.030),
2.2 JAK2 A B 151887427 4% % 44 M] 45 R

PCR F=H1 Ny 25 R UL 2, P45 SR o0 g
P2l A LR R A UG () 2 A SE R R, JAK?2
vs1887427 i i (Hi S hmid ) BF AR FE I U A W] &
"SNP RAEH G, AA BT Ry o (0 B  AG JE A
U Ay 2 €0 F K 0 T 8 1 KLU 5 GG BE PR AR Ry 6 o
WEE(E 2),
2.3 JAK2 KR A oA Fe B S R A

3 191 2L T BE ZH 1 35 PR L A #0745 Hardy-



—802— Mo BE OB Ok o

53255 6 M
2012 4F 6 A

R1 HRINRE—MEHE

Table 1 Demographic information of two groups

[n(%)]
SN B (n=168) XFTHEAL (n=199) P{H
Hk 115(68.5) 130(65.3) 0.527
Y (D) 57(49~65) 56(49~65) 0.715
AT (kg)* 60(55~68) 62(56~70) 0.030
e L 41(24.4) 54(27.1) 0.552
WEPRIE 13(7.7) 23(11.6) 0.220
WA 44(26.2) 39(19.6) 0.133
JEAEH 0.934
At 86(51.2) 101(50.8)
] 82(48.8) 98(49.2)
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Figure 2 Sequence chromatograms of JAK2 rs1887427 in the three different genotypes
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Table 2 Distributions and risk estimates of the JAK2 genotype in cases and controls [n(%)]
B (n = 168) TR (n = 199) OR(95%CI) P8 % 1E OR(95%CI) * P1H
FEPH T
AA 107(63.7) 148(74.4) 1.00 1.00
AG 57(33.9) 46(23.1) 1.71(1.08~2.72) 0.022 1.78(1.10~2.87) 0.018
GG 4(24) 5(2.5) 1.11(0.29~4.22) 0.882 1.10(0.28~4.31) 0.894
AG + GG 61(36.3) 51(25.6) 1.65(1.06~2.59) 0.027 1.71(1.08~2.71) 0.023
F RN
A 271(80.7) 342(85.9) 1.47(0.99~2.17) 0.056
G 65(19.3) 56(14.1)
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Table 3 Stratified analysis for variant JAK2 genotypes in cases and controls [n(%) ]
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Sy 29(17.3)/53(31.5)  22(11.1)/76(38.2) 1.89(0.98~3.64) 0.057 1.85(0.93~3.70) 0.082
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