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The mRNA expression of Stat3 and Bcl-2 in process of malignant change of oral mucosa
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[Abstract] Objective:To research the mRNA expressions of Stat3 and Bel-2 in process of malignant change of oral premalignant
lesions. Methods: The mRNA expressions of Stat3 and Bel-2 were detected in normal oral mucosa,simple hyperplasia epithelia, dys-
plasia epithelia and oral squamous cell carcinoma (OSCC) by RT-PCR. Results;The positive rate of Stat3 and Bel-2 and the semi-
quantitative value (Stat3/GAPDH,Bcl-2/GAPDH) increased stepwise from normal mucosa,hyperplasia epithelia,dysplasia epithelia
to OSCC. The expression of Stat3 was linear positively correlated to that of Bel-2. Conclusion; There is some relation among Stat3,
Bel-2 and the process of malignant change of oral premalignant lesions.
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78, 10D="EEPD G B R OGTHAR . H B9 (Stat3 5§
Bel-2)mRNA F924 2 12t I o {8 RUAF G 25 42 DA ] — A
A H By 5N 2 GADPH 19 PCR =¥ & =1 1k
R, WJCY MG 455 10D {0 0, AR 45 Al
PP + AnifEZE (% £ )R,
13 %itrss

I SPSS11.5 B4 BREHE , i8R T H
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Figure 1 The mRNA expressions of Stat3 and Bel-2

2.2 Bcl-2 RT-PCR #9#m 45 R
Bel-2 mRNA AT Z5 0L 1 ek 2, Hirp
Bel-2 mRNA PRI ZRER IEH 1 B REIEE5 1) 5 H
SRR A FEIBFD OSCC A W& 22 =4 (P < 0.05),
HARKHIHTC R EEZE S (P> 0.05), T Bel-2 mRNA
A RIA LA A B A B 22 57 (P < 0.05)
23 B OREALRE RS R BRI SRR AR
F2 OSCC ¥ Stat3 5 Bel-2 mRNA A 8948 2 % &
Stat3 5 Bel-2 mRNA X R B E LR .
Pearson tHEZR %0 r = 0.88,P < 0.05, & IEAE
(K2),

&1 Stat3 mRNA FIPHMERIZZEFEXRIAE (Stat3/GADPH)
Table 1 The positive rate and the mRNA semiquantitative value (Stat3/GADPH) of Stat3 in each groups

FRHEIL RRIIES BEE B4 FHPERR (%) mRNA FIXS Kk i
1EH DR 11 2 18.2* 0.29 = 0.057**
PRAT M A R 7 2 28.6" 0.31 £0.014**
SR AR 16 8 50.0 0.69 + 0.067*

T s S bR 200 o 18 14 778 0.78 = 0.027*

50 R A MO 2R LG, P < 0.05; 5 5 B AR BERRLHZUA LG PP < 0.05,

& 2 Bcl-2 mRNA HIPRIERIEEMBIRIZE (Bcl-2/GADPH)
Table 2 The positive rate and the mRNA semiquantitative value (Bcl-2/GADPH) of Bcl-2 in each groups

BRI RN PR PR 22 (%) mRNA FHXF Rk
IEH R AR 11 0 0 0
B HE A F 7 0 28.6" 0.33 £ 0.014**
S AR 16 6 37.5 0.47 + 0.069™
1 i etk 40 B 22 18 12 66.7 0.81 + 0.035%

500 ek MR A L, *P < 0.05; 5 5 R A BRI ZUR LL PP < 0.05 ;5 B3 Ak B IR ZH 4R LG L °P < 0.05,
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Figure 2 The relationship between Stat3 and Bcl-2 mRNA
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