5 32 #5507 1] IR BERIR 224 (A ARBLA )
201247 H ACTA UNIVERSITATIS MEDICINALIS NANJING (Natural Science) -995-

BRCA2 ZE N EMYEHA R RIZRIGERENX

X I REAR R BRI A B ER 2 BRI kB
(" B R RIAE TR RO AR E N S0, TTOR A 210029 B S BERL A MEE B ST B B, TTE RO

210004 ;* At E X R PRAEWFSEHT 198 FiAT 210002)

[ E] B FLUIRES LR 2(breast cancer suscepbility gene 2, BRCA2) &1 JLAE & BLAYHT AOHNE B 8 AR B 22434
BRCA2 7£ 91 U 1 4P A2k MG IR X, 773k R 1 65190971 BRCA2 RS 14 411, 7 FH 58 T I 1oy 11 PR
FPHARKN BRCA2 FE M, I HLI FH G 41 AL AT Western blot KU 214 BRCA2 B IR IL, R . U0 S BhRME AR An e
WAL BRCA2 FEIR R & AR 278 | SR W e yid AN BH e % VR 1) BRCA2 45 14 AR T-1Y 128 fifidE T 28745 H €, Western blot 15
25 B R BRCA2 75 UP S48 B b 38K T 157 B0 S0 2RO S8 R , i 210 AR A 45 3R 2 B BRCA2 75 U S 36 v v
PR AR M B Mg P Y BE SR 400l 87.50% 1 53.33% , 25 A8 il (P < 0.05) 5 T BRCA2 £ B S5V P22 e Al
TR PEZE IR BAME R0 53.85% 1 73.17%, 25 A i3 L (P > 0.05) . BRCA2 FEFAFEARIFRE L1280 b
J FING TR 233 4% 20 18] 25 T X TEBe 32 75 (P > 0.05) ., £5i8 : BRCA2 78 5P SL9 4 21 rh 1 3255 AT LU T2 87, d rl B8 Gy T
AR

[3£483] YRR, BRCA2 JE; DNA T, st

[hESZEE] R737.31 [ EkFRIRAD] A [XEHS] 1007-4368(2012)07-995-05

Expression of BRCA2 in ovarian tumor tissues and its clinical significance
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[Abstract] Objective:To analyze expression of breast cancer suscepbility gene 2(BRCA2) in ovarian cancer tissues and its clinical
significance. Methods: BRCA2 was detected using a pair of primer on 14 exon of BRCA2 by polymerase chain reaction amplification,
and the mutations of BRCA2 were analyzed by DNA sequencing. The expression of BRCA2 protein in ovarian tumor tissues were
detected by immunohistochemistry and Western blot. Results:No mutation was found in any mucinous cystadenoma and normal
tissues, but the base T of 128 mutated C in 14 exon of BRCA2 in serous tumors and mucinous carcinoma. Western blot showed that
BRCA?2 protein expression of the malignant tumor in ovarian was lower than that of normal tissues and benign tumors. The results of
immunohistochemistry showed that the BRCA2 expression rates in mucinous cystadenoma and mucinous carcinoma were 87.50% and
53.33% respectively,and there were significant differences between the mucinous cystadenoma and mucinous carcinoma (P < 0.05);
whereas the BRCA2 expression rates in serous cystadenoma and serous carcinoma were 53.85% and 73.17% respectively,and there
was no significant difference between the serous cystadenoma and serous carcinoma (P > 0.05). The BRCA2 expression was not
significantly associated with patient’s age,clinical stage,differentiation and histological types of ovarian cancer (P > 0.05).
Conclusion; BRCA2 expression in ovarian tumor tissues can be used as a diagnosis marker,it also may provide a target for the
ovarian cancer treatment.
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[Acta Univ Med Nanjing, 2012, 32(7): 995-999 ]

(E£WHE] st PAJRE S H (YKKO8118) ; B 5t iR & JE 0 H (200901083 )
“EHAER , E-mail ; zjsimmons@yahoo.com.cn; lifengshan55@yahoo.com.cn



-996- Mo BE OB Ok o

3B TH
20124F7 A

B SR IOV UL AR P R iy T O SR
o BB A AR, — R B2 WA | il PR
IIPRCREZE . BRTEA R ISR LY E iR
SRR AR SRR, ASBEAE e PRAZ B O3
FLIIEE 5 I FE A 2 (breast cancer suscepbility gene 2,
BRCA2) A — N7 & SRR S AL, 7 SRR Y
RIS Wb SR TIRORIRTE . 287E I,
BRCA2 A 3 2 5 FLARIE A X, BRCAT [ 25
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BRCA2 F K 7E B 4 7 B b I8 B 0 4 A 3K
BRR (1),

1 2 3 4 5 M

—-250 bp

234 bp 100 bp

M:DNA Marker; 1~5;BRCA2 DNA il 45 5
[# 1 PCR Btlebirikia

Figure 1 PCR agarose electrophoresis result
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AGTTCGTTAAATCGTCAAAGTCCTGTAGGTAAAATAGTTC
AAAGACGATGTTCTTTACTTTTTTACTCTGTGAACTAATGATGT
CCGTCTGGTTGGTTTCAGAAACAAGGTGGAAAATTTTGATT TA
OGTAAAAGTGTCTCAACTTGTCACA CAATCCTTATAATTGAAC
CTCCTTTTGTCTGTTTTCGTTTTGTAACTACCTGTACCGAGACT
ACTATCATT

T HE N TEE R SRy S AR A5,
K2 BRCA2 %5 14 SR 1 DNA JF8I 44
Figure 2 DNA sequence analysis result of 14 exon of BRCA2
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SR, 2 B B R A Y 2.07 %, U0 SR R
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Figure 3 Western blot detection of BRCA2 expression in different ovarian tissues
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Figure 4 BRCA?2 expression in different ovarian tumor tissues (IHC SABC,x 100)
F1 GEEALKT BRCA2 AR E I EMBEHHFRIEER
Table 1 Immunohistochemistry result of the BRCA2 expression in ovarian tumors
BRCA2 £k (n)
g # PR 22 (%
” ! BiE 35 B It B e
e 3 16 2 3 10 1 87.50
URE e T 30 14 13 3 0 53.33
IR 4 E 13 6 1 2 4 53.85
BT SR S M 41 11 26 4 0 73.17

i [V E 4 K43 RADST & H N TRy IG 1S
5 0UEE DNA e 52, M BH 1 E i 40 i 2E K
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ZASEFE S K 2 128 i T 287484 C, fi ik Bk
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Table 2 The relationships between BRCA2 with clinical

characteristics of ovarian cancer (n)
’ BRCA2
MR " T B i PfH
FIR (%) 0.289  0.591
<50 20 12 8
> 50 51 27 24
HYUER 0.665 0415

Fh T IE 30 19 11
W IR 41 22 19

LR 0.244  0.621
[=pate 39 23 16
ok 32 17 15
533 0.306  0.580
-1 40 22 18
m~v 31 15 16
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