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HSP70-hom polymorphism and susceptibility to childhood Henoch-Schonlein purpura
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[Abstract] Objective;To investigate the potential involvement of gene variants of heat shock protein 70-hom (HSP70-hom) in
childhood Henoch-Schonlein purpura. Methods:Polymerase chain reaction-restriction fragment length polymorphism (PCR-RFLP)
was used to analyze the polymorphisms of HSP70-hom +2437T/C in 131 children with Henoch-Schonlein purpura and 66 health
controls. Results; HSP70-hom gene frequencies in children with Henoch-Schonlein purpura were 1.5% (TT),34.4% (TC),64.1%
(CC),and 19.7%(TT),19.7% (TC),60.6% (CC) in health controls,the differences between two groups were statistically significant.
In addition,the T,C allele frequencies were 18.7% (T),81.3% (C) in Henoch-Schonlein purpura group,and were 29.5% (T),70.5%
(C) in control groups,the differences were statistically significant,too. Children carrying at least one +2437C variant allele (TC+CC
genotype) had a significantly increased risk for childhood Henoch-Schonlein purpura compared with the wildtype genotype (+2437TT).
However, the differences between children without renal involvement in Henoch-Schonlein purpura and children with renal
complications did not reach statistical significance. Conclusion;The polymorphisms of HSP70-hom +2437 T/C are genetic
predisposing predictors for Henoch-Schonlein purpura in children, but has no relationship with renal complications.
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Rt i T s L2 B e T IR E B2 (%) B S AT
Bt L 131 B, 55 69 i, % 62 ], 34513 (7.55 +
2.68)% . HSP WiZWMifF & 1990 43 E KR P22
Wrbm L] e rp S Bk S A 6 S H LAY 3
PR AN () 2 1 PR AR A e v e o e T 48
I 47 ], FHorh 55 28 i, 2 19 ], oAy 84 BilhEE S
2l Hod 55 41 ), 2 43 9], SRR AR Be e Ah
BHEIFAR BB X 18 | T R 5 B I
R SR P 4 TE G, 3 66 ], Ho 55 47 4] 2
19 i, S-S 4E RS (6.66 + 2.98) % I 141l 6] TG ifil 2% %
12 7%

1.2.1 DNA #5323

I EDTA $rEEs A KL 2 ml, # BAH &
(Promega 22 7], K [H) Ui W 45fli4 | 2lik DNA,

1.2.2  HSP70-hom 3| #i% 3+ 5 &%,

K Primer5.0 FFB 51 T8, 46 L il
BAEMHEARBRA A G H, FfF5) .5 -GGA-
CAAGTCTGAGAAGGTACAG-3' , T i J¥ %1 .5' -
GTAACTTAGATTCAGGTCTGG-3", i% PCR j=¥1 &
878 bp, Hol & T 7E+2437 f7 4 Neo 1 BRI )
it I I A
1.2.3 PCR B &4

1620 pl OWARZR T, A DNA it 1.5 pl,
2xTaq PCR MasterMix 10 w1, . F#E5I#4¢ 0.25

wl,DEPC 7K 8 wl, PCR WS EH . 95CHAE 5
min, 94°C7EYE 30 s,56.5°CIE k 40 s, 72°CHEfH 30 s,
1t 35 ANMIEFR, 72°CIEAH 5 min,
1.2.4 By R w40 HSP70-hom & B A
HIEEFIIEEI S B PCR 7297 10 l, BRI
YW Neol 1.5 pl ( HAS TaKaRa /A7) .DEPC 7K 18
pl, 10xBuffer Tango 2 wl,37°CHY] 16 h 7, Wl
YIF=15 10 wl, 1.5%B R BHEE RS FL Uk, 28 YL Ak e
o, B SR R G TR, 52311 878 bp F BLHIE
N TT 4liGFENAY DL B 551,327 bp 2 A4S F BEH
TEN CC alfi &R [A]mt 30 878 551,327 bp 1)
3B PAIE N TC 24 3 (8 1),

M 1 2 3 4 5
2 000 bp
900 bp 878 b
p
700 b,
500 bllj 551 bp
327 bp

300 bp

100 bp

LTT 405752 3. CC A7 ;4 5. TC 2247 ;M. DL2000,
K1 PCR-RFLP HLyk A
Figure 1 PCR-RFLP electrophoretogram
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JLEE HSP st L2 5 A 2 (05 5 Az 459 oM
Xk, HSP AR B4 JLEE HSP70-hom FE K +2437
A7 H TT TC .CC FEHRTR AT 54 1.5% ,34.4% |
64.1%F1 19.7% 19.7% .60.6% , 54 G i% 5 X
(x> = 22.318,P < 0.05) ; C Z5Ass FE R A R AF HSP 21
X IR (P < 0.05), #7848 51 C S FE R ]
RE L & A= HSP WGBS . 75 I8 38 A7 i Ak
BR, A TC ARG SR TT #5717 4 &
HSP fi4 JXURS: 5. 248 in (% 1E. OR=64.59,95%C1:6.31~
661.45) , #2570 1 4> C(TC+CC) AL
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T CHSP RS (R IE OR=18.83,95%C1:3.95~  38.3% .61.7%, IG5 E X (P > 0.05), Hr
89.75,3 1), HSP LB EH M BEHELSH TT.TC,  T.CZAiHFIHERS WK 18.5% 81.5% 1 19.1% .
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Table 1 Association between HSP70-hom +2437 T/C genotype and risk of childhood HSP [n(%) ]
HSP 4 (n = 131) X4 (n = 66) OR(95%CI) OR*(95%CI) X {E P1E
HE 1Y 22.318  0.000
TT 2(1.5) 13(19.7) 1.00 1.00
TC 45(34.4) 13(19.7) 22.49(4.49~112.71)  64.59(6.31~661.45)
CcC 84(64.1) 40(60.6) 13.646(2.94~63.36) 15.31(3.19~73.43)
TC+CC 129(98.5) 53(80.3) 15.82(3.45~72.53) 18.83(3.95~89.75)
S FE 5.949  0.015
T 49(18.7) 39(29.5)
C 213(81.3) 93(70.5)
LA MBI TR
F2 UHMEBRESHREAS EHEREAERBFEILER
Table 2 Comparison of genotypes in groups of HSP without and with renal involvement [n(%) ]
TEE AL = 84) BBELL(n = 47) A PIE
FE LR 0.379 0.538
TT 2(24) 0(0)
TC 27(32.1) 18(38.3)
cC 55(65.5) 29(61.7)
TC+CC 82(97.6) 47(100.0)
SFQL L 0.019 0.89
T 31(18.5) 18(19.1)
C 137(81.5) 76(80.9)
I TEA PRSI TR R FRIA W] 0 S T IE R R, B

HSP70 % Ji% ¥ HSP70-1 HSP70-2 .HSP70-hom
BN T Yk 6p21.3 [X, HSP70-1 Fil HSP70-2 4ifith
AL SR 11, HSP70-hom ZifAE A FE 1,
{H5 HSP70-1 F1 HSP70-2 1 4 % 7= 1 ELA v J [l
J5E  HSP70-1 1 HSP70-2 A& & F, AR Al &
HEDTERZEAR (HES L GAEARZ . HSP70-hom +2437T/C
ZANLEAL TSI, o] S8t =) 493 4 = A
7% (Met) B N 757282 (Thr) . BRAEBFFE 20, I &R
FREE (C S L) 19 Hh 4k v 855 HSP70-hom 25
FAER A RB RReR X AT i o 98055 40+ 115
HHEEAZ RS KERELH, F5L L,
HSP70 Fl HLA T 280 5 & BR 45 4 35 43 1 X 35,
ARARAL 15T 5 AHEFp AR B2 - B¢ T HSP70-hom )
AN [R) BRI AT BERE 0 HSPT0 4 K4S 445 Sk i
55950955 Ty MR SC I R R, PRI, HSP70 6 PR R
bt F AR Y2 RIR A o T R 5 LEE S Bk e
GHBPERC

P P 0 45 DR URIF 9 & B HSP70 mRNA 7E 1

4 HSP70 mRNA Rk TIEE P FEH , fEA 50k
JE IR RN DG TR AL (E] 34 JC B {8 22 57, $27R HSP70 mR-
NA 58 52T T B 5 2k Bk S0 S B 400 5 1 kA
KIEASE, IS Nt 37 Bt fiohk e L
Horh HSP70 HLAK I A& B8, i Pk St 4l HSP70
U PR 2 0 2 o TR B AL, HL B el Tk
B4, $2R HSPT0 25 1 ol Btk S ) A& ik
T, Bl [ BB 557 3R

ARSZEHFSE T HSP70-hom +2437T/C FEH £ 745
P L B S AR DG . S5 R R, S5
TT S i, #7200 14> C AR R (B
TC Fl CC BRI AL ) L2 ik Sk 5 XU 185 i 18.83
% (95%CI:3.95~89.75) , iX #8425 I L B HSP70-hom
+2437T/C HH ZEE 5 )L E b BPE S5 n A& v A
X, ABAHFFE LS A2 HSP70-hom 2272515 B IF4
FICHA ARG 3 5 [ N A HE AN S8 AT, 2
IS NS =N = VAN N T i I N i B A R
WA REAFAE2E 5 MR KA R 5T
TEVIRI AR S AR AR A B FH g 35 AL
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R B OR ST  Hegmis X 2 A MR R, 1N H. 2240
SEOC U RAS . NIk, BT HSP70 £ 454 5 50% 1)
%%ﬁﬁﬂfbrﬂ T HSP70 % KT A — > ol 2 4~ 3

N, £ 5 HSP70 K 22 A5 vl RE S5 4%
SRR HSPT0-HLA 47 J SR RUAH O, A 1 HSP70-1
N Z2PE S T ok S0 5 & I HSP70 5 Hifth
Gy IREEH 2 (R AR EAE A R FRESR .
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