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HIV/AIDS #E& KIR3DS1 E F 5 #4935 F = 31 H & fw i R 8022
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[ =] HBY: T KIR3DS1 Fe K KB 785 K & 5 A 552 B % 2% (human immunodeficiency virus, HIV)-1 JRYY R
PR R, Frik Mgk 86 Bl H IS AR I BN HIV -+ APTRE 4 AR AR , R B8 A e S 0 - R 1 B 2 75
P AN KIR3DST 24, If-#E AT A1 A (A N AR L 2R B IR R R B AT R B2 PR IBITAR)
W FRBN B EE . G558 : Cox BT R, XU FE (RR)ME A 0.217(95%C1;0.098~0.480) , £5i8 : Hii RE 1677 7 LAIEZ%
HIV-1 JEYLF PR HERR 1Y KIR3DS1 £:8 AT AEIESE HIV-1 YL B HEAR
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Correlation of KIR3DS1 alleles,environmental factors with the progression of HIV-1

infection in HIV/AIDS patients
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[Abstract] Objective:To evaluate the correlation of KIR3DS1 alleles,environmental factors with the progression of HIV-1 infection
in Chinese population. Methods:In total,86 cases of newly reported HIV/AIDS were recruited from people receiving voluntary
counseling and testing(VCT). KIR3DS1 genes was assessed using polymerase chain reaction-restriction fragment length polymorphism
(PCR-RFLP). Meanwhile, questionnaire survey was conducted to collect the environmental information. Results:Cox regression
analysis showde that, compared with non-antivirus treatment group, the risk ratio (RR) of antivirus treatment was 0.217(95%CI =
0.098~0.480). Conclusion : Antivirus treatment can delay the progression to AIDS,and KIR3DS1 gene may potentially be associated
with slower progression to AIDS in Chinese population.
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AE AL T AN YLK 19q13.4, B8 B2 150 kb, BA
R R A 07 AR SO B AT AR AR A58 i R
45— KIR3DS1 JEFIXF HIV B 50 E T2 4 52 i
HEFTIRGE, IRl 2R A A PR R 2R A 43T, LAGE R )
SEAHHIARYT T HIV EGLE A AIDS SRt nT
S

1 X&MFE

1.1 %

TEVLIE BRI B AR HIV SR
S AIDS fE 4R F AN 2L 86 ], 7R H1E 7]
R TR IT LR R TR 45
il e TAE N GUREWFFEXR S # ik 42 1l 5~6 ml, 43
B i 4E AT -80°C R
12 7%
1.2.1 FAEE

FHEZRG— G TR A, AR AN
SRR B IMIRRIL S aAT R RS hUN R
BIT A, TEVHAT G R [ iy LAt b b a0t
ZHCHG AR, CHBFELEH hiH Rifn
HACRACHIAS
122 FF4F514 PCR x4 KIR A B

HURATF T —-80°CHA LA 200 wl, fif [ QI-
Agen INEIHY QIAamp DNA Blood Mini Kit, PEELS
FE[HZ] DNA,

KR A Wl S — BRI e B B 228 T
% (PCR-RFLP) #:l KIR3DS1 [, 514751205
SCHRS!, i BV AE) TREA R A (3R 1) s Premix Ex
Tag DNA B4 W buffer ANTP mixture BJITRSY),
(K% TaKaRa AH]), TEHEBUEM S PCR SO i 2
PRz B BH PR R IS XoF R B %o BE A AR DR A2 2 0
PN BEE RS AS | BAPEXT BE A as (AR ) | FHAEZR
FEIH 2D1A RS 1 A X R

VAR ZR A :Premix Ex Tag 12.5 pl,H,0 8.5 ul,
20 wmol/L KIR3DS1 |- Fii#5 149145 0.5 wl,2 wmol /L
KIR2D14 b FUi#5 149145 0.5 wl #5472 pl, PCR ¥
14444, 98°C 2 min;98°C 10 s,65°C 20 5,72°C 60 s,
35 MEH;72°C 3 min, PCR 7ZIZ 2%B NS RHEEIE
HL UK 3T o
13 %itEsk

FH SPSS13.0 A1 748153 Hr o KIR S 91
BRI R RS, R R T LR 2 K
595y, Fisher ¥ 2K , Log-rank A= 775341 ; 214
RIPHTRSH Cox [RIJAREAY

&1 KIR3DS1 E[E PCR-SSP 53|47 51
Table 1 PCR-SSP primers of KIR3DS1

N T E
SEIH S (5'3) ¥ (b
KIR3DS1 CAGCGCTGTGGTGCCTCGC 249
CTGTGACCATGATCACCAT
NZ GTATCGCCAGACACCTGCATGCTG 1 082
GCAGGCAGTGGGGACCTTAGACA
2 g R

2.1 FFRA R — A
86 1l , 5 62 1(72.1%) , 2 24 H1(27.9%) . 4F
W R 17~75(42.3 £ 11.3) %, WEEHT ]340 5.7
A 47 A Hob 61 19 (70.9% ) F &b AL N
AIDS , SEARIRFEAE AIDS $E4L R T HoA , &%
TEILH 2,
x2 AIDS HIHBRERERSH

Table 2 Univariate analysis of disease progression

¥4ty AIDS

oy "
ATERIE - B ey X P
51

5 62 42 67.7 0.428  0.219
'8 2419 79.2

SCALRR

INF R IR 19 16 84.2 2301  0.535
wih 43 29 67.4

Ehdihd 13 9 69.2

KEKD T 11 7 63.6

TSR

KU 30 23 76.7 0.851  0.654
CHSAERCH 42 28 66.7

R 14 10 714

iR TE

PEAHE 48 33 68.8 1.113 0816
A 11 8 72.7

TR 19 13 68.4

Hofil B R 8 7 87.5
TGRS ()

~19 4 2 50.0 4.868 0.280
20~29 2316 69.6

30~39 28 17 60.7

40~49 20 17 85.0

50~ 11 9 81.8
P s

o 46 31 67.4 0.979  0.656
H 6 4 66.7

VN3 34 26 76.5
BZPUR IR

i 63 54 857  24.970 < 0.001
P 23 7 30.4
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2.2 KIR3DS1 2 H 5 HIV %Rtk
2.2.1 KIR3DSI A F & 4 557

DB R A I ) 235658 UK Bl 7 55 R i 161 Jgk
Ye HIV Al LA B HIV B A,
G AIDS W2 iy, AT AT, A
KIR3DS1 £E[A# SR F AL, AIDS F2Ab341%, 7

BIFALR R (HERTE R (€ 3, E1) .
222 % R%* Cox B A5

DI i@y HIV B[R] AR GG, #aL AIDS
R A Cox LEAE A BT 43 KIR3DS1 K[ |
PERI WS WRRAL RS S5PURTERIT A oML
HIV JEYiR 12 SRk e ol A0 25 AH DG PR 226 HIV 8K

& 3 KIR3DS1 EE5 HIV #t R HKEKH R
Table 3 Analysis on the association between KIR3DS1 and HIV progression

. g 5l AR AIDS Log-rank K356
il KIR3DS1 3P 7Y - 7 - % EEEA ) T P
7 22 25.6 14 63.6 545 +9.0
7 64 74.4 47 73.4 463 £ 4.7 0.432 0.511
1.0 ] ‘ YL fE kR AVE T, [R1EHf P A SR % AR
| KD e b A B =010 l a=0.15. HEABESH
08 _[Vkimsost ikt BTSRRI 4, SRR B, (R R AT —
% 06 ANHZRIEATTRE, K H(RR)E R 0.217(95%CI =
il 0.098~0.480) , PRI LAY WoR , URERIRIT &
ik 047 HIV £ AIDS R PERER
021 3 W i
O TE HIV JEG R v [ A i RS0 0T RE A
0 20 40 60 80 100 120 JEw EmE AT T NK 7R B A R R g i 3|
B () FEAE IR HAR R AT HIV S0 i i e 25 1)
Bl1 HIV Bty AIDS M4 O, KIR & NK R FESZ 1, T Al i
Figure 1  Kaplan-Meier survival curves of the AIDS progres- 20075 Ak A5 2 8 NK A 5 19 B R e 4 g2
s10n
* 4 HIV BELHERE] AIDS B3N E Cox EIAS 7
Table 4 Cox regression analysis on the risk factors of the AIDS progression
Gy B S.E X P RR 95%CI
KIR3DS1 #E[H -0.465 0.321 2.097 0.078 0.551 0.335~1.179
JRYLAE 0.145 0.148 0.966 0.326 1.156 0.866~1.545
5
“ 1.000
5 -0.280 0.310 0.815 0.367 0.756 0.412~1.387
TR HRPER T
N 1.000
CUEA Tl -0.545 0.315 3.003 0.083 0.580 0.313~1.074
B Sl -0.246 0.425 0.335 0.563 0.782 0.340~1.799
PR
X 1.000
H 0.206 0.573 0.129 0.719 1.229 0.399~3.782
FNEE -0.063 0.321 0.039 0.844 0.939 0.501~1.760
BRYLEAE
AL 1.000
M A 0.158 0.418 0.143 0.705 1.172 0.516~2.659
LA B R 0.581 0.373 2.426 0.119 1.788 0.861~3.714
Hofth B 0.215 0.488 0.195 0.659 1.240 0.477~3.227
BT ER -1.549 0.440 12.396 < 0.001 0.217 0.098~0.480
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Tomescu 25 FEXT I E N AYBFFT b & B HIV B85 R
JRYLE 1 KIR3DS1 4l 1 FE R A48 0, Barbour
SN BN R N AFSE & B KIR3DS1 5 HIV &
R K-/ CD4AT 28 B i AH G, X 2 28 2 1)

SO AT RESZ B HERE . Pelak 45 ZERRYN AT

HURBIKIR3DS JE R 55 NK A ¢, e il

HIV-1 i1, R, KIR3DS1 & K 7] GE 5 i HIV

Sy TR HIV JEY R R R
ARSCEEE T T KIR3DS1 A 23 BREE K K %F

T HIV FHRAVER , Cox 3B MIH T /R B 275

Z5HUREHRIT A O HIV BRYL IR MRy

A AR % S5 PR BE AR IR K DL & KIR3DST 3 K 40 A B

e APURFRIATT 58 HIV 55w U 5 5B

A, KIR3DST R 5 HIV JE i 2 il ¢

BRI, A0 R, AT RRSE KIR JEPREA ik

2550 HOR KIR B2 5 HLA BEPAHE AR, 1M

AURBIFGE = X HLA FEPH AT AR IR RE AR

WD R R ULE BB A AE
AMHGEAE E N B s AR A i A

KIR3DS1 B 1) HIV B E it G, (BAIK

FRAEA R, MOCIRIR ORI RRE—D 38,

CD4'T ZH g B HAIMR L A0 5SS Gad it —2RA

B KA I 491 %o BRI HIT BE PR A S AF 5T, KIR3DS 1 3

R S5 HIV JE gt 1 oC & il LIS Sl — 2

M, AHrHE HIV B REA Y KIR 4R RAL

il , A AT IR S FHUR R I R N T

2, A ESCER R A SRR
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