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Prevalence and genotype distribution of cervical human papillomavirus infection among
women in Nanjing

Liu Ye,Cheng Jian™
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210004, China)

[Abstract] Obijective:To analyze the prevalence and genotype distribution of cervical human papillomavirus (HPV) infection among
women in Nanjing, China. Methods: Fast nucleic acid hybridization chip was performed to detect cervical HPV DNA and genotype of
7 531 women and the prevalence and genotype distribution were analyzed. Results: The overall prevalence of cervical HPV infection
was 33.0% among women in Nanjing (age-standardized prevalence was 37.3% ). Among 2 485 HPV-positive women,the overall
prevalence of HPV infection was highest in the group aged <24 years(43.3% )and there was significant difference between the
prevalence of different age-stratified group ;the overall prevalence of multiple genotypes HPV infection was highest in the group aged
<24 years(40.0%)and there was significant difference between the prevalence of different age-stratified group;among the detected 21
HPV genotypes,the most common high-risk HPV genotypes were HPV16 (8.6% ) ,HPV58 (7.6% ) ,HPV52 (5.2% ). Conclusion; The
prevalence of cervical human papillomavirus among women aged <24 vyears in Nanjing was relatively high,cervical disease
prevention program should give priority to this population;HPV 16 HPV 58 and HPV 52 were the most prevalent cervical HPV
genotypes among women in Nanjing.
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TEH:A5Z HPV DNA 43 RIS I Y 7 531 fi |
Kt HPV JEYe 3 2 485 i, BHMEZR A 33.0% , 4%
PR B2 37.3% (FI5 TLR N 1A 4 [ &
PEN AR G ThRiELL ) . 7E 2 485 141 HPV JEkj

Hp i fE RGN 67.0% (1 666/2 485) , P4l
TR ARV 5 6.6% (164/2 485) , Bafirp [ A\ H
WAL 5 12.1% (3012 485) , e KR i
T AENR ARG 5 14.2% (354/2 485)
2.2 HPV ARASAHEIL

i fE R e v B W UL 3 R A 4y ) 2
HPV16 HPV58 HPVS52 Al | & YL K 5]k 8.6%
(645/7 531) .7.6%(576/7 531) .5.2%(389/7 531),
o7 A EBBHPESR B 0% LA 730 26.0 %(645/2 485) |
23.29%(576/2 485) . 15.7%(389/2 485) ; (K fi KL Jgk e
H R ULAY 2 FPE AR HPVLL A1 HPV6, L 243
W 1.9%(144/7 531)F1 1.5%(116/7 531) 435 4>
TRBAPESR I 5.8%(144/2 485)F11 4.7%(116/2 485) ;
b RN R DL AR R g b B R UL YT B HPY
cp8304 , YL H N 3.4%(253/7 531), i 2 PG
EY 10.29%(253/2 485), W% 1,
23 HPV $ &R %

TE 2 485 f4i] HPV Jgju & rh | oo — 7 AU (1) 1

#x1 HPVERABRSHER
Table 1 The distribution of HPV genotypes

HPV JE SRR FH P95 451
FEPR A 1% - (%) IR L (%)
o e 7
16 645 8.6 26.0
58 576 7.6 232
52 389 5.2 157
18 219 2.9 8.8
33 207 2.7 8.3
68 108 1.4 43
31 108 1.4 43
39 73 1.0 2.9
56 45 0.6 1.8
59 38 0.5 15
35 31 0.4 1.2
51 27 0.4 1.1
45 19 0.3 0.8
i 7

11 144 1.9 5.8

6 116 1.5 47
44 24 0.3 1.0
42 14 0.2 0.6
43 4 0.1 0.2

EREPNC R 2

cp8304 253 3.4 102
53 244 3.2 9.8
66 102 1.4 4.1

# G AR R 2 SR R S
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2.4 HPV B4 FibHnH

TE 2 485 {7l HPV J&RYLH | <24 % LU F 1%
M4 HPV Bt y, o 43.3%(120/277);65 %
DL FARIS A A4 HPV YL RIR 2, N 38.8 %(26/
67);35~45 B4R A4 HPV JBRYL R iA%, o 31.3
%(874/2 788); FAFHALA] HPV JEL AT i) Pk
Z5 03k 3,

3 3

B SRR IR WL AR 2 — | KRR
R FFLE , A REAE 24 50 J7 8 &, 1
JEA AR RS 2 47, EL5 Lot A 5 2R G0 i
Je8 RN T3%~93%, FEIRIE , REAF BTG S0 1)
RIRNE R 10 56, IF B2ILHERAEEA
T ARAERRSE I — L KR E R, B S0 I &
MR NME , IFIEAL T A F R RS X FEAR K

*2 HPVZERLER
Table 2 HPV multiple infection status [n(%) ]

AR FPE b R T B
<24 120 72(60.0) 48(40.0)
25~ 822 617(75.1) 205(24.9)
35~ 875 627(71.7) 248(28.3)
45~ 528 386(73.1) 142(26.9)
55~ 114 91(79.8) 23(20.2)
65~ 26 18(69.2) 8(30.8)
At 2485 1811(72.9) 674(27.1)

x> = 15.681, P =0.008,

*3 HPVBRERDH
Table 3 The age distribution of HPV infection

el Zg Eg WO (%)
<24 157 120 277 433
25~ 1 685 823 2 508 32.8
35~ 1914 874 2 788 31.3
45~ 1023 528 1 551 34.0
55~ 226 114 340 335
65~ 41 26 67 38.8
Bt 5 046 2 485 7 531 33.0

X’ = 18.595, P =0.002,
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