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[Abstract] Obijective:To prepare a immunogenic epitope tandem of latent membrane protein 2A  (LMP2A) of Epstein-Barr virus
and analyze its characteristics of immunology. Methods:LMP2A epitopes were analyzed by using DNAstar software,and two
immunogenic epitopes were selected due to stronger immunogenicity. The genes of these two epitopes were integrated through gene
synthesis, and then cloned into prokaryotic expression vector pET28a. The recombinant epitopes were expressed and purified by E.coli
BL21,and then the protein was utilized to immunize mouse to prepare anti-epitope fusion protein polyclonal antibody after the
analysis of SDS-PAGE and Western blot assay. The titer of the antibody was assessed by ELISA and the immunohistochemical
experiment was performed to test the specificity of the polyclonal antibody for natural LAMP2A. Results:Through prokaryotic
expression and purification, high purity fusion protein was obtained. By mouse immunization, anti-LMP2A polyclonal antibody of high
titer and specificity was prepared,which can be applied to ELISA and immunohistochemical analysis. Conclusion: An epitope fusion
protein,which shares the natural antigen immunogenicity,can be used to prepare the polyclonal antibody specific for LMP2A. This

study has laid a solid foundation for screening whole humanized genetic engineering antibody by epitope fusion protein.
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Figure 1 SDS-PAGE assay showing expression of LMP2A in
E.coli BL21
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Figure 2 SDS-PAGE assay of purified recombinant protein
LMP2A and Western blot analysis for identification

of recombinant protein LMP2A
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Figure 4  Analysis of specificity of mouse polyclonal antibody against LMP2A by immunohistochemistry (SP method ,x400)
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