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Association between CDH1 promoter polymorphism (-347G —GA) and E-cadherin ex -
pression in sporadic colorectal cancer

Dai Weijie, Wang Qiong, Yang Xiaozhong”

(Department of Gastrogenterology ,Huai’ an First People’s Hospital Affiliated to NJMU ,Huai’ an 223300, China)

[Abstract] Objective:To investigate the association of —~347G—GA polymorphism located in the CDH1 gene promoter region with
the expression of E-cadherin in sporadic colorectal cancer (CRC). Methods;The case-control study was designed,based on the
population of colorectal cancer in China and healthy normal controls who have no tumor or inherited disease history. Polymerase chain
reaction-restriction fragment length polymorphism (PCR-RFLP) was used to genotype the variant,and immunohistochemical staining
was performed to measure the expression of E-cadherin in different allele cases among the CRC patients and normal controls.
Results: There was no significant difference in the genotype frequencies of the polymorphism between normal controls and CRC
patients (P > 0.05) ,there was no significant difference in E-cadherin expression for the GA-allele and G-allele in normal controls(P >
0.05), E-cadherin expression was lower for the GA-allele than for the G-allele in CRC patients (P < 0.05),which was no significant
difference in normal controls (P > 0.05). Conclusion:The —347G—GA promoter polymorphism of CDHI gene play no role in the
etiology of CRC independently, but may be a prognostic factor during the progression of CRC.
[Key words] E-cadherin;colorectal cancer;polymorphism ;genotype

[Acta Univ Med Nanjing,2013,33(8):1094-1098 ]

KEWFIERIH E-F5H5 8 ALK (CDHL ) 5 fif
I R R RAFEB B YIS R U R S5 B

[(E£WH] HESKAA SIES H (07-B-026)
“Wf5VE# (Corresponding author) , E-mail ; xz_yang1023@ya-

hoo.com

PTG 0 R HATWFoe i #s, J% CDHI §%
SETE PR B B 7 X 3 R A AR 24 SR A e 3
K Z 1, Hid-347G—GA #0k iy &— 1 ohfig
FLH 2 A0S, H GA FEH AN B8 S0 IK CDHIL 1
RESRTEE, X — Rt AT B R AR TR R A
ZJa, BHmeesm g s, AR EEER



5 33 45505 8 1
2013 4F 8 A

BN  E-AG KGR FEE NS 3 1 KU IR 2 54 (-347G—GA)
MO PN 73 E 2l iy i S E SN A

- 1095 -

CDHI -347G—GA RN Z 558k KBl E 45
KA 0k LR K e U O 20

1 &M%

1.1 *%

A5 IALTE 360 B A RN i 8 3 321
B H R R S HE 25— N REEBE 2008~2011
SRR BE R R BRI B 4 E R e e s | i
A W s RS T RN R B R A I R
SRICHEER M B, 2R A A A= 1T, AT
P E s R E A,
12 Fik
1.2.1 AR % &SHaE

F2EE Promega 23 ) DNA $EHGAF & FHU A
AT REZH 41l FPRER DNA, /KAUEHEET—80°CIK
FafrH . CDHI B 1A 31X I-347G—GA H: K]
TS BTk PR A Bl 1 vy - B B B 22 Ak
A (PCR-RFLP), b FilE5 4143514 5'-GCCCC-
GACTTGTCTCTCTAC-3' f1 5'-GGCCACAGCCAATC-
AGCA-3', %5 50 wl PCR WA & 145 TaKaRa Tag
(5 U/wl)0.25 wl, #5t DNA 2 pl, 10 x PCR Buffer
5 Wl dNTP 4 pl MgCl, 3 pl, IS4 1 pl K
PRZAZIRIK 34 wl, JNERE A 35 AMEHE , FEIE G
94°C7EE 1 min—61°CiE K 1 min—72°CHEMH 1 min,
RIVEEHIGELS wl V=91, inA 10xTBE 2%t
2 pl. 1 pl Ban Il (TaKaRa 28 Al , K% ) KR 2R K
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Genotyping analysis of CDH1 -347G—GA polymor-
phism by PCR-RFLP
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Table 1  The clinical characteristics of the studied CRC
patients and normal controls [(n(%)]

£ K B TE % PIE

5 216(60.0) 203(63.2)

© 144(40.0) 118(36.8) 0.386*
R (E)

>60 218(60.5) 185(57.6)

<60 112(39.5) 136(42.4) 0.191!

Y 24-85 15-~81

RIS 62.18+12.68 50.38+18.21  0.225°
W A

H 143(39.7) 112(34.9)
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ekl

H 147(40.8) 128(39.9)

7 213(60.2) 193(60.1) 0.799*
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Table 2 The distribution of the CDH1 -347G—GA poly-

morphism between CRC patients and normal

controls [n(%)]
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] 136(42.4) 185(57.6) 1109 0.316
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Figure 2 Immunohistochemical stains for E-cadherin(x200)
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Figure 3  The expression of E-cadherin in normal colorectal tissue and CRC
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