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[Abstract]

repeat (STR) loci in unrelated individuals of Han nationality in Jiangsu province. Methods: Twenty-four STR loci were amplified in

Objective:To study the genetic polymorphism, frequencies and genetic distance of 24 Y-chromosomal short tandom

DNA samples from 262 unrelated individuals in Jiangsu Han population from 2011 to 2012. All samples of the PCR products were
genotyped by ABI 3130 Genetic Analyzer. Results:In total, 172 genotypes and 262 haplotypes were founded,DYS385b,DYS449 loci
had 14 genotypes,the diversity of overall heliotypes for the 24 Y-STR loci was 0.999 9. Comparing with 9 other populations, the
genetic distance was more closed between Jiangsu and Tianjin (-0.001 8),Henan (-0.001 76),Shanxi (-0.001 6) province,
compared to Hunan(0.017 54) and Liaoning (0.014 64) population(P < 0.05). Conclusion; We obtained objective basic data in the
area of population genetics and forensic medicine, which would be useful for building Y-STR database in Jiangsu Han population.
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Table 1  Analyses of genetic diversity value for 24 Y-STRs in Jiangsu Han Chinese (n=262)
FEIA g GD & FEIA g GD & FEIA g GD 1 FE A )3 GD fH
DYS19 0.691 DYS390 0.666 DYS439 0.674 DYS458 0.806
DYS385a 0.763 DYS391 0.370 DYS444 0.747 DYS522 0.734
DYS385b 0.892 DYS392 0.758 DYS448 0.724 DYS527a 0.783
DYS388 0.445 DYS393 0.625 DYS447 0.814 DYS527b 0.794
DYS3891 0.593 DYS437 0.511 DYS449 0.876 DYS635 0.788
DYS38911 0.758 DYS438 0.406 DYS456 0.657 YGATAH4 0.589
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Table 2 Distribution of allele frequency for 24 Y-STR in Jiangsu Han Chinese (n=262)
S AL AF SRR AF SEOLEER AR SRR AR SRR AR SEEER AF
DYS19 DYS388 DYS391 DYS439 DYS449 DYS527a
13 0.061 10 0.092 6 0.012 9 0.008 25 0.006 18 0.012
14 0.183 11 0.012 8 0.004 14 0.023 26 0.006 19 0.121
15 0.477 12 0.724 9 0.057 13 0.152 27 0.035 20 0.247
16 0.202 13 0.155 10 0.779 12 0.377 28 0.058 21 0.324
DYS385a 14 0.012 11 0.149 11 0.401 29 0.172 21.2 0.006
10 0.019 15 0.006 DYS392 10 0.038 29.2 0.006 22 0.173
11 0.195 DYS3891 10 0.004  DYS444 30 0.149 23 0.098
12 0.359 12 0.553 11 0.145 10 0.017 31 0.167 24 0.017
13 0.240 13 0.263 12 0.179 11 0.155 32 0.138  DYS527b
14 0.111 14 0.183 13 0.302 12 0.264 32.1 0.006 19 0.012
15 0.046 DYS38911 14 0.313 13 0.362 33 0.132 20 0.104
16 0.019 26 0.027 15 0.050 14 0.178 34 0.081 21 0.162
19 0.008 27 0.073 16 0.008 15 0.023 36 0.040 22 0.220
DYS385b 28 0.328 DYS393 DYS448 41 0.006 23 0.330
11 0.027 29 0.279 12 0.531 17 0.016 DYS456 24 0.121
12 0.111 30 0.221 13 0.248 18 0.207 12 0.004 25 0.046
13 0.095 31 0.069 14 0.179 18.1 0.004 13 0.023 26 0.006
14 0.050 33 0.004 15 0.042 19 0.411 14 0.164 YGATAH4
15 0.042 DYS390 DYS437 19.1 0.004 15 0.519 9 0.004
16 0.122 21 0.004 13 0.019 20 0.240 16 0.206 10 0.054
17 0.137 22 0.073 14 0.594 21 0.105 17 0.080 11 0.303
18 0.168 23 0.489 15 0.372 22 0.020 18 0.004 113 0.004
18.2 0.004 24 0.263 16 0.015 DYS447 DYS458 12 0.560
19 0.134 25 0.149 DYS635 20 0.004 13 0.008 13 0.073
20 0.065 26 0.023 19 0.141 21 0.008 14 0.012 14 0.004
21 0.023 DYS522 20 0.267 22 0.023 15 0.168
22 0.015 9 0.012 21 0.298 23 0.199 16 0.134
23 0.008 10 0.167 22 0.164 24 0.248 17 0.282
DYS438 11 0.310 23 0.088 25 0.229 18 0.244
9 0.023 12 0.356 24 0.019 26 0.149 19 0.088
10 0.747 13 0.138 25 0.019 27 0.111 20 0.057
11 0.188 14 0.017 26 0.004 28 0.023 21 0.008
12 0.042 29 0.008
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Table 3 Distribution of the genetic distances between Jiangsu populations and other 9 areas in China
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