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Nonsynonymous polymorphisms in FAT4 gene are associated with the risk of gastric
cancer in a Jiangsu population
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[Abstract] Objective:To investigate the association between nonsynonymous polymorphisms (rs1039808,rs12508222 151567047
and rs1014867) in FAT4 gene and the risk of gasiric cancer. Methods: A case-control study of 783 gastric cancer cases and 855
controls was conducted in a Chinese population of Jiangsu Province using the TagMan allelic discrimination assay on the ABI 7900
system. Results: We found that A allele of rs1039808 (Ala807Val) was significantly associated with a decreased risk of gastric cancer
risk in additive model after adjusted by age,sex,smoking and drinking status (OR = 0.74,95%CI.0.62~0.88,P = 0.001). Similar
association strengths were shown between all subgroups for rs1039808 (P>0.05 for heterogeneity test). Conclusion: These findings
indicate that the nonsynonymous variants rs1039808 (Ala807Val) of FAT4 may contribute to gastric cancer susceptibility in a
Chinese population of Jiangsu Province.
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Table 1 The primers and probes of genotyping for FAT4 polymorphisms

A 519 e

151039808 sense 5'-GGTTGCCTACAGCTTTGTGGTT-3' A allele  FAM-TTGAGA ACGTGGTGCT-MGB
antisense 5'-CCTTTCTGATCCCCAGTAGTAATGA-3’ G allele HEX-TGAGAACGTGGCGCT-MGB

1312508222 sense 5'-CGGTCTGTATCTTCCCTATTTAAAGG-3' C allele FAM-TTATGACAATATCCCC-MGB
antisense 5'-TGCAAGTCTTCCATTTACAATTAATCC-3' T allele HEX-TTATGACAATATTCCCTGTGC-MGB

131567047 sense 5'-CCTTGATTTGGAGGGAGATCAG-3' G allele  FAM-CATCACCAAAGTGCCT-MGB
antisense 5'-GGAGAAGTCATGGAAAACAAACG-3' A allele HEX-TCATCACCAAAGTGTCT-MGB

151014867  sense 5'-AGCAAATGAAGAAGGCAAAGCT-3’ C allele FAM-AACTAAACCAGTCCCCA-MGB
antisense 5'-GTGCCAGTACATAAACTTCACACATACT-3’ T allele HEX-AACTAAACCAGTCTCCA-MGB
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Table 2 General characteristics between gastric cancer

cases and controls n (%)
SES JMIZE (n=855)  AFMEZH (n=783) P
FEE(F) 0.576
< 60 340(43.4) 383(44.8)
=60 443(56.6) 472(55.2)
5 0.378
% 579(74.0) 616(72.1)
& 204(26.0) 239(27.9)
W2 AR 15 0.586
RS 396(54.5) 454(53.1)
W AR & 331(45.5) 401(46.9)
PRIEE L 0.115
|y ¢t 515(70.9) 575(67.3)
ek 211(29.1) 280(32.7)

BRI AT T 08T, 455 R 547 rs1039808 A 4%
A7 35 PR 8 A 15 9 o AR, 8 B AR T4 B A 4l
AT (GG MA(OR = 0.74,95%CI:0.62~0.88 , P =
0.001), MAHFFE K &I rs12508222 rs1567047 Fil
151014867 2507 s 5 B ¥ & M KU AFFE G 12
PSI

R T BB RV 4 A 1039808 £ 2455
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Table 3 Association anaylsis of nonsynonymous SNPs in FAT4 with gastric cancer risk [n(%) ]
LA B (R ) T GE popictel OR (95% CI) P{E
AT 1(Ala807Val) 151039808 n=744 n=814
GG 463(62.2) 449(55.2) 1.00
GA 257(34.5) 845(38.8) 0.80(0.65~0.99) 0.044
AA 24(3.2) 49(6.0) 0.40(0.23~0.70) 0.001
A A TR 0.74(0.62~0.88) 0.001
AT 9(Asp2826Asn) 1512508222 n=2 131 n=2,250
GG 1 572(73.8) 1 665(74.0) 1.00
GA 519(24.4) 541(24.0) 0.99(0.78~1.26) 0.964
AA 40(1.9) 44(2.0) 1.39(0.68~2.87) 0.361
A A TR 1.04(0.85~1.28) 0.665
AMETF 9(Gly3524Asp) rs1567047 n=775 n=831
cC 256(33.0) 287(34.5) 1.00
CT 382(49.3) 424(51.0) 1.02(0.82~1.27) 0.835
TT 137(17.7) 120(14.5) 1.29(0.95~1.75) 0.101
A A TR 1.11(0.96~1.29) 0.160
ANEF 17 (Pro4972Ser) rs1014867 n=765 n=853
CC 654(85.5) 706(82.8) 1.00
CT 107(14.0) 137(16.1) 0.83(0.62~1.10) 0.185
TT 4(0.5) 10(1.2) 0.47(0.14~1.51) 0.205
AH AR TR 0.80(0.62~1.03) 0.080

PEARARRS R R AGEPRAS S Y Logistic [EIBEHL
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PERE B A A TR ) B KO, SRR IR B PAE S
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Table 4 Stratified analyses of associations between rs1039808 and gastric cancer risk

151039808 (GG/GA/AA)* OR (95% CI)" P P
R= e X HRAH

FEE (B

< 60 207/108/9 204/142/25 0.67(0.51~0.89) 0.005

=60 256/149/15 245/174/15 0.79(0.62~1.00) 0.047 0.379
5

5 333/197/19 336/218/31 0.86(0.70~1.05) 0.114

@ 130/60/5 113/98/18 0.63(0.40~0.85) 0.002 0.154
W AR 50,

Bl ES 237/134/7 223/174/28 0.63(0.49~0.81) 0.001

W A& 190/109/12 226/142/21 0.88(0.68~1.13) 0.324 0.067
PRI E

e v eliFS 299,/180/15 292/217/35 0.74(0.60~0.91) 0.005

eliES 127/63/4 157/99/14 0.75(0.53~1.05) 0.098 0.948

a: BPEAE T/ T/ 0BG T b REARIE M WA RS IS Y logistic MIFAREY ; o SRR (BT x° Q F2l) .
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HEEH.
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IR R S RER ), AT 512 PCP {5538 % il
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SRS TR I RESE L S S rh A T SRR
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FAE R SRR AR 10 2 A8 S T T A e
X5/ AN 3 R R IX VTR T REVE LG HEA TS T
XA AT BEXT 98 & Ak B A WA E R ek,
BT H X 783 AN F1 855 AN Xk FEHEAT T 4374
FEARARIR IS 10 H., A B & 0% A 7 HoAb Y
ST AREA I TIOUE, PG TR Z H A AR AR I ST
FIBIFTE XA BIF G A 25 SR A T I0IE

ZE TR, AT LI R St s 161 %o Btk
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