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Effects of ETS1 on early embryo development of Xenopus laevis
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[Abstract] Obijective:To investigate effects of ETS1 on early embryo development of Xenopus laevis. Methods:The pCS**-ETS1
plasmid was produced by ligating pCS** plasmid and ETSI cloned according to PCR. The expressions of the ETS1 during
embryogenesis were detected by RT-PCR and Western blot. After micro-injection of ETS1 mRNA into embryo,the expressions of
marker genes of different embryonic layers were detected by whole mount in situ hybridization and quantitative RT-PCR. The effect of
ETS1 over-expression on apoptosis and proliferation of cells was analyzed by Western blot. Results: The expression of ETSI started
from the period of oosperm,and increased through all periods of organogenesis. The overexpression of ETS1 inhibited differentiation of
cells and expression of marker genes of mesoderm and ectoderm in neurulation. The expression of apoptosis-related proteins was
increased, whereas the expression of proliferation-related proteins had no significant change. Conclusion: ETS1 is expressed through
all periods of embryogenesis of Xenopus laevis. The overexpression of ETS1 inhibits the development of mesoderm and ectoderm,as
well as promotes the process of apoptosis,nonetheless no change of proliferation is inspected.
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Figure 2 Temporal expression of ETS1 during development
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Figure 3 The effect of ETS1 on the early development of embryos



3453
2014 4F 3 A

FB S BH A5 - ETS 1 X AR TURE R RIS K & #5200 - 295 -

24 ETS1 £FHEFIRFRYrmmieigsa 12
42 3 4w BB T

ST ETS1 FEIRNG & 8 HJ 15 0 24 L 3 GE AN
PAT P HEAERD FRATTIA T BRI I Rk R i v R Hi 4
M, #4T Western blot IGHEIN K] 4 Hhb R i

7N, HEFHAAR G PCNA 76X B2 Al Zeak I
A
Xif HE 2] ETS1 i Feike
p-BAD | —
caspase3
pona

PR WA 225 . TAT-FEHRUN caspase3 T L4
S A cleaved caspase3 A fe & HEAEH, MIE i A]
UL ETST AR T X —id B A A, 55— (T
M p-BAD AW AL M, $278 ETSI 78Uk
WG AR & & s XA G pE s s, (R
HET AT R A

B
3 mBSiCil
*
g4 - W ETS1 %A
2
3 -
#
-QD?
2 - x
L
il B
0 1 1

cleaved PCNA

caspase3

p-BAD

caspase3

A ETS1 i F3R 5 U8 TR A 2 D9 1) 2R 1 33528 1k s B Western blot BRI KM 8T, SXTERAAAMAEL, *P < 0.05,
K4 ETS1 XTARAEHESEANTA TR 5200
Figure 4 The effect of ETS1 on proliferation and apoptosis
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