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[Abstract]
proliferation and apoptosis in SGC-7901 cell lines and its possible mechanism. Methods: mRNA and protein expressions of YY1 in

Objective;To investigate the expression level of YY1 in gastric cancer,and then detect the effect of YY1 on the

cancer and paired adjacent tissues were detected by real-time PCR and immunohistochemistry, respectively. YY1 was up-regulated by
a lentiviral vector expression system in gastric cancer cell line SGC-790. CCK-8 was performed to detect cell proliferation,and colony
formation assay was performed to evaluate cell growth. Apoptosis was detected by flow cytometry. Results: The expression of YY1 in
paired adjacent tissues had a higher level than that in tumor tissues. Compared to the empty vector group (SGC-7901-Empty Vector/
SGC-7901-EV) and the normal control group (SGC-7901),the cell proliferation and clonogenicity were significantly decreased as
well as cell apoptosis was increased in the over-expressed YY1 group (SGC-7901-YY1). Conclusion; YY1 may participate in the
development of gastric cancer. YY1 can play a role as a cancer suppressor gene in the development of gastric cancer,which suggests
that YY1 may be a new therapeutic target for gastric cancer.
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Figure 1 The expressions of YY1 mRNA level in paired adjacent (A) and gastric cancer (B) tissues by immunohistochemistry (x200)

22 YY1 & R gmiakde B A L 2n e P 8g
Rk

FIH %€ # PCR F1 Western blot £ T YY1 7E
8 4 PR R L L I R A0 A BRI L, 4
RBIR YY1 7EIEH ZhME - R A bk GES-1 Hri)
kAR, HiH mRNA ZKF | YY1 78 GES-1,AGS,
SGC-7901 5 BGC-823 M AHXT IR I/ h 0.87 +
0.28.0.49 = 0.21.0.17 = 0.13 F1 0.25 = 0.16, /5 =
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Figure 2 The mRNA and protein expression levels of YY1 in AGS,SGC-7901,BGC-823,GES-1 cell lines and SGC-7901 cell lines
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Figure 4 Colony formation assay was used to evaluate cell growth
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Figure 5 Cell apoptosis increased significantly due to the up-expression of YY1
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