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Down-regulated long noncoding RNA BANCR promotes cell proliferation and invasion in
non-small cell lung cancer
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[Abstract] Objective:To investigate the expression level of long noncoding RNA BANCR in non-small cell lung cancer (NSCLC)
tissues and cell lines,and to study the effect of BANCR on NSCLC cell proliferation and invasion. Methods: Quantitative PCR was
performed to detect the relative expression of BANCR in NSCLC cell lines and tissues. pCDNA-BANCR was transfected into SPC-A1
cells and A549 cells to up-regulate BANCR expression. Transwell assays were performed to detect the effect of BANCR on NSCLC
proliferation and invasion. Western blotting was used to detect the expression level of E-cadherin and Vimentin, markers of epithelial-
mesenchymal transition. Results: This study showed that BANCR was lowly expressed both in NSCLC samples and cell lines
compared with their corresponding normal tissues and cell lines. MTT assays indicated that up-regulated BANCR inhibited the
proliferation and invasion of SPC-A1 and A549 cells. BANCR overexpression elevated the expression of E-cadherin and suppresed the
level of Vimentin,thus influencing epithelial-mesenchymal transition. Conclusion:BANCR promotes NSCLC cell proliferation and
invasion by affecting epithelial-mesenchymal transition.
[Keywords] non-small cell lung cancer;long noncoding RNA;BANCR;cell proliferation;invasion;epithelial-mesenchymal transition
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i F§ TRIzol 37 (Invitrogen 23 ) , 35 [# ) 2 HL
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[ (glyceraldehyde-3-phosphate dehydroge-
nase , GAPDH) [¥) 235 =51k . BANCR 19 FUiF5 14 .
5"-ACAGGACTCCATGGCAAACG-3", Fiig|¥.5'-
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Figure 2 Expression level of BANCR in NSCLC tissue and cell lines
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Figure 3 The effect of up-regulated BANCR on proliferation of SPC-A1 cells and A549 cells
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Figure 4 The effects of BANCR on invasion of SPC-A1 cells and A549 cells
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Figure 5 Number of migration and invasion cells of NSCLC cell lines



<654 - MoE E R K % ¥ R
A B 2.5 «
| mpapieEE]
XTHRZL 53 peDNA-BANCR 41 g 207 B 52 peDNA-BANCR 41
_ . 2
R
Vimentin | O — ‘ ?E[l
| S e ool 1.0
CAPDH | — <mmm— = .
L junng
& 0.5
0.0
E-cadherin Vimentin

A :Western blot £5 5 ; B . B & MM FEA 1 B AL RGNS 22 A0 #RZE TR " P < 0.05(n=3),
5l 6 BANCR Xf A549 Ziififl E-cadherin , Vimentin 3% 7K 15 M
Figure 6 The effects of BANCER on E-cadherin and Vimentin expression level of A549
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