P BERER A4 (A SRR
ACTA UNIVERSITATIS MEDICINALIS NANJING (Natural Science)

535 05 111
20154F 11 A

BT = 6 EEEZF-634C/G 25 M5 HE ORI KB

FOR,E R REEZ RAL, FRE, RMEE
(FER2EME SO NER 7T BSE 226001)

+1557-

[ ZE] B&:FTHEN R (interleukin t,1L)-6 B FF 37 -634C/C Z5M 556 0 IIAHICHE . FiE I 86 HiliE.Loik
2 91 i3t B ZH B3, R A SC A AL AR , o FH 3R A B S 0 —FR il 1k A B B 2285 1 (PCR-RELP) B AN W 20 78 3 1L-6 FE A
Y FIE S RE W BFF (ELISA ) IRAGIN TIL-6 MITE /KT HAss W i) B e 78| 4557 o DR 09 3R L B S ) 3k R RS I3 1L-6 7K RS2
SRR SO % IR ARy P ) R s R S s B AR S AE AR AR AR LB 22 22 5 (P > 0.05) , S'E Lo A ME I 1L-6 7K
] e TR REZH [ (26.57 + 6.68)ng/L vs. (6.89 + 2.32)ng/L,P < 0.05],1L-6 F[H 3 55 F-634C/G 3 FhFEEE T (CC .CG . GG)TETE MR
HAPRIBRN 57% 29% 14% AEXTIELE PSRN 65.9% 31.9% 2.2% , BILH A 3L BRI ARG THF 225 (P < 0.05) i L4
IL-6 FEF RSN T G 5B #8 3 (GG .CG L H A M 1L-6 /K Vi TAR#E# [ (34575 + 6.618)ng/L vs. (16758 +5.182)
ng/L,P<0.05], 4516 ZHJAZIF 634C/C FHFZEM S0, o G S5 3L R # FMNE I 116 KT B,
[XBIA] OGN K 6,500 ; FH 2
[FESES] R5414 [XEFRETE] A
doi;10.7655/NYDXBNS20151112

[XEHS] 1007-4368(2015)11-1557-04

Association between interleukin-6 promotor-634C/G polymorphism and coronary artery

disease
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[Abstract] Obijective: To explore the association of-634C/G polymorphism of interleukin-6(1L-6) gene with coronary artery disease
(CAD). Methods; A total of 86 CAD patients and 91 healthy controls were selected for this study. The PCR-based restriction
fragment length polymorphism (PCR-RFLP) technique was performed to assess the genotypes frequencies. The concentration of serum
IL-6 was measured with ELISA. The relations of the levels of serum IL-6 between groups were analyzed. Results: The circulating IL-
6 levels in the CAD group[ (26.57 = 6.68) ng/L] were significantly higher than those in the control group[ (6.89 + 2.32) ng/L,P <
0.05]. The distribution of the I11-6 -634C/G genotypes(CC,CG, and GG) was 65.9%,3 1.9% and 2.2% in the controls,and 57%, 29%
and 14% in the CAD group, respectively (P < 0.05). Compared with the wild type CC,the G allele carriers (CG+GG genotypes) had
higher circulating I1-6 levels[ (34.575 £ 6.618)ng/L vs.(16.758 + 5.182)ng/L, P < 0.05] in the CAD group. Conclusion; These findings
suggest that IL-6 -634C/G polymorphism is associated with CAD and the G allele carriers have increased circulating IL-6 levels.
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JUEDTA-Na, fUEESN A #RIK I, 2120 2L v AL
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Table 1 Comparison of general data and IL-6 level in

CAD and control subjects
EIEL2) L2 (n=86)

X HE2H (n=91)

PN/ %) 46/40 43/48
R (S) 63.50 = 13.60 64.00 + 14.56
WA (%) 65 52
ALT(U/L) 35.45 £ 17.23 26.54 + 14.32
TC(mmol/L) 432 + 1.31 3.89 £ 0.63
TG (mmol/L) 1.85 = 1.70 1.15 £ 0.76
LDL-C(mmol/L)  2.75 £ 0.73 2.39 + 0.49
HDL-C(mmol/L)  1.31 +0.39 1.64 + 0.30
JLEF (mmol/L) 80.32 + 27.53 75.20 + 13.52
BMI(kg/m?) 24.32 + 3.50 24.53 + 3.10
LT (%) 65.11 49.45
IL-6(ng/L) 26.57 + 6.68 6.89 +2.32*
HREmal i, ©P<0.05,
8 76 5 432 1M
(bp)
2 000
— 1000
— 750
500
— 250
100

M:DL2000 DNA 43 F#5ic;2.3.8:CC 24 FH ;1.4 .5.7.CC

RRAERL;6:66 A,
B1 IL-6 EEB3TF-634C/G BEYIFEIKER
Figure 1 Electrophoresis results of IL-6 -634C/G genotypes
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Table 2 Distribution of the IL-6-634C/G genotypes and alleles in CAD and control subjects [n(%) ]
N -634C/G L H R RV SETES
2415 1% = =
CC CG GG C G
RN e 86 49(57.0) 25(29.0) 12(14.0) 123(71.5) 49(28.5)
pOpilEEeE] 91 60(65.9) 29(31.9) 2(2.2) 149(81.9) 33(18.1)
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