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Expression of miR-486 in serum of patients with gastric cancer and its significance

Wang Lili', Zhang Jinye', Shen Xianjuan®, Ju Shaoqing®**

(‘Department of Clinical Laboratory, Nantong Tumor Hospital,Nantong 226361 ;°Surgical Comprehensive
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[Abstract] Objective;To investigate the expression of miR-486 in serum of patients with gastric cancer and its value to auxiliary
diagnosis. Methods: The serum of 100 patients with pathological confirmed GC, 30 gastric polyps and 50 healthy controls were
recruited. Serum miR-486 expression was determined by fluorescent quantity PCR. Serum CEA, CA199 and CA724 were determined
by chemiluminescence method. Comparison of differences of serum miR-486 between groups was performed by Mann-Whitney U test.
Analysis the relationship between serum expression of miR-486 in gastric cancer patients and its clinical pathological characteristics
was performed by X test. The relationships between miR-486 and CEA, CA199, CA724 were examined by Spearman correlation
analysis. ROC curve and AUC (95% CI) were used to evaluate their diagnosis efficiency. Results: The relative expression of miR-486 in
GC, gastric polyps, healthy controls were 0454 (0225, 0653), 0.121 (0083, 0.166), 0063 (0013, 0.119),respectively. The relative
expression of miR486 in GC was significantly higher than that in gastric polyps and healthy controls(P < 0.001). The difference between
gastric polyps and healthy controls is not significant (P > 0.05). The differences of expression of miR-486 in serum of GC in tumor
differentiation (P=0.046), TNM(P=0.013) and the occurrence of lymph node metastases (P=0.006)were statistically significant except for
age, gender, tumor area (P> 0.05). The relative expression of miR-486 in GC had a correlation with CEA (r=0213, P=0.034),CA724 (r=
0.297, P=0.003) but no obvious correlation with CA199 (r=0.037, P=0.714). AUC of serum miR-486 was 0.839, 0.774~0.904 (95%
CI) in discriminating GC from healthy controls. Conclusion: The relative expression of miR-486 in GC was significantly higher than

that in gastric polyps and healthy controls, serum miR-486 may be a biomarker for the auxiliary diagnosis of GC.
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Figure 1 Relative expression of miR-486 in serum of gastric
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Table 2 CEA, CA199, CA724 serum expression level in gastric cancer, gastric polyps group and healthy controls

2H 5 ik CEA(ng/mL) CA199(U/mL) CA724(U/mL)
GC B 100 2.80(2.20,3.43) 11.49(6.32,23.98) 4.18(2.09,11.33)
fa RN IR 2 50 1.85(1.40,3.20) 7.25(6.18,9.68) 3.15(1.90,3.83)
B EREHE 30 2.67(1.60,5.19) 10.15(6.18,14.58) 3.55(2.70,4.90)
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Figure 3 miR486, CEA, CA199, CA724 ROC curve for
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Table 3 MiR-486, CEA, CA199, CA724 ROC curve analysis of the diagnosis of gastric cancer

Ko+ bR I SHE RPE (%) FeTBE(%) R E (%) FEPETUNE (%)  BAPETIME (%) AUC
miR-486  0.202 5 76.0(76/100)  98(49/50) 83.3(125/150) 98.7(76/77) 67.1(49/73) 0.839
CEA 4.55(pg/L) 27(27/100)  98(49/50) 50.7(76/150) 96.4(27/28) 40.2(49/122)  0.626
CA199 9.325(U/mL) 63(63/100)  76(38/50) 67.3(101/150) 84(63/75) 51(38/75) 0.638
CA724 4.935(U/mL)  42(42/100)  94(47/50)  59(89/150) 93(42/45) 45(47/105)  0.649
A2 82(82/100)  100(50/50) 88(132/150) 100(82/82) 74(50/68)
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