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The clinical values of mir-124-3p and SPOCK2 protein detection in serums of preterm
infants with RDS
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[Abstract] Objective:To study the clinical values of detection for SPOCK2 protein in serums of preterm infants and to determine a
novel risk factor and therapeutic target against serious lung injuries of premature neonates. Methods:Upon diagnostic criteria of
Respiratory Distress Syndrome (RDS),premature infants were divided into Group RDS (17 cases)and control (21 cases without RDS).
ELISA and Western blot were performed to investigate the serum levels of SPOCK2 protein in every groups and expressions of
SPOCK2 in human lung fibroblasts,respectively. The noncoding region in 3 terminal of SPOCK2 gene was analyzed to scan candidate
binding sites of microRNA with software TargetScan online and followed verification was performed by fluorescence real-time
quantification PCR. Person method was used to analyze the correlation between SPOCK2 and microRNA. The lentiviral vector of mir-
124-3p was constructed and transfected into human lung fibroblasts. The regulatory effect of mir-124-3p on SPOCK2 expression was
studied by Western blotting. Results; The serum levels of SPOCK2 protein in Group RDS were 16.43 + 0.54 pg/L,which was higher
than that of control(7.24 + 0.43 wg/L,1=12.81,P < 0.01). There were several microRNAs located in the 3 terminal of SPOCK2 gene,
including mir-124-3p, mir-25-3p,and mir-122-5p. However, mir-25-3p and mir-122-5p failed to be observed in serums of preterm
infants. The expression of mir-124-3p was negatively correlative with that of SPOCK2 protein in preterm infants with lung injury (r=—

0.645 9,P=0.012 6). Mir-124-3p overexpression markedly suppressed the expression of SPOCK2 protein in human fibroblasts. Con-

[(EEWE]  EZEARBAHESE (81170487)  VLAE N4 {4l A~#RHIH (FXK201212)
“#{EVE#H (Corresponding author) , E-mail : wqm403-19h@163.com



- 616 - Moa BB R o R

536 455 5 W
2016 -5 H

clusion ; The detection of SPOCK2 protein in serum benefitted evaluating severity of preterm infants with RDS. Mir-124-3p down-reg-

ulated the expression of SPOCK2 protein, which might be helpful to build a novel therapeutic strategy against lung injury of premature

neonates.
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Figure 1 The expression of SPOCK2 in blood of preterm

infants
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Figure 2 CT scanning of infant with ARDS complicated by BPD who had a high serum level of SPOCK2
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Figure 3 Predicted candidate sequences of 3 terminal in SPOCK2 gene for binding microRNA

23 F A )L F P microRNA a9 &£ £ R B 5
SPOCK?2 & & fn 3¢ K -F 69 4R~ 5T 25 R

& 4 BR7EE R RT-PCR ME 455, 4ME i
FORREIN S mir-25-3p Fl mir-122-5p, mir-124-3p %

IKTEXT B ZH P I, 7E RDS 4 b BB AL, 2
it (P < 0.05), - HE 5 /R mir-124-3p 9%
k5 SPOCK?2 £ H MK K- FAHE (r=-0.645 9,
P=0.012 6),



536 455 5 W

- 618 - [N R = S NI S I 14 2016 425 A
Amplification Plot
2
14
0
Control
=
< R e
A -
5
2 4 6 8 10 12 14 16 18 20 22 24 26 28 30 32 34 36 38 40
TEHAE(A)

B4 HWHEE RT-PCR MEERF)LIMIE mir-124-3p FikKF

Figure 4 The expression of mir-124-3p in plasma of preterm infants showed by fluorescent quantitation RT-PCR
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Figure 5 Correlation analysis between mir-124-3p and

SPOCK?2 protein expression
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Figure 6 Expression of mir-124-3p lentiviral vector
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Figure 7 Effect of mir-124-3p lentiviral vector transfection
on the expression of SPOCK2 protein in human

lung fibroblasts
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