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Identification of differentially expressed bloody miRNAs in children

with Mycoplasma pneumoniae pneumonia
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[Abstract] Objective:To explore related miRNAs to Mycoplasma pneumoniae(Mp) caused respiratory infections and immune reac-
tion. Methods : Blood of children with Mp pneumonia (MPP) was collected. By miRNA microarray technology , miRNAs expression dif-
ferences in lymphocytes were analysed between MPP and control group. RT-PCR was used to verify the accuracy of microarray results.
Specific miRNAs associated with MPP were explored. Target gene software was used to predict the possible target genes,and RT-PCT
was used to verify the mRNA expression difference. Results ;: Compared with normal group,in MPP group 105 miRNAs increased(with
30 more than 5 fold change, 10 more than 10) and 133 decreased (with 133 less than 0.5 fold) (P<0.05). Significantly differentially
expressed miRNAs:miR-20a-3p, miR-100-5p, miR-93-5p,and let-7b-5p increased detected by RT-PCR,and were consistent with the
array results. As potential target genes,Bcl-2,IGF-1R,PTEN ;and TGFBR1 mRNA expression decreased. Conclusion:miRNAs differ-
ential expressed in blood lymphocytes in children with MPP,and the difference may be involved in infection and the immune re-
sponse caused by Mp.
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Table 1 Chip test of miRNAs in blood lymphocytes in
children with MPP and healthy children

JF5 H R RILFEEL
145831 hsa-miR-20a-3p 97.73
145943 hsa—miR-548at-5p 44.22
169213 hsa—miR-4507 34.60
169018 hsa—miR-625-5p 29.32
169358 hsa-miR-100-5p 26.47
30687 hsa-miR-4768-3p 18.26
147165 hsa—miR-4640-5p 13.46
27720 hsa—miR-4417 13.24
17506 hsa—miR-93-5p 11.53
11073 hsa-let=7b-5p 10.89
17928 hsa—miR-15a-5p 7.54
168578 hsa—miR-24-3p 7.40
17676 hsa—miR-34b-5p 7.38
146151 hsa—miR-181a-2-3p 7.21
169128 hsa—miR-5190 7.21
32884 hsa—miR-152-3p 7.13
17944 hsa—miR-449¢-5p 7.09
169420 hsa—miR-4510 6.73
27568 hsa-miR-342-3p 6.61
46872 hsa-miR-337-5p 6.29
169227 hsa—miR-193b-5p 6.20
168998 hsa—miR-744-5p 6.01
42638 hsa—miR-1262 5.77
10943 hsa-miR-3064-5p 5.77
10919 hsa-miR-4508 5.72
46918 hsa—miR-23a-5p 5.59
17668 hsa-miR-136-5p 5.40
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Figure 1 Differentially expressed miRNAs in blood lym-
phocytes be tween children with MPP and
healthy children
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Figure 2 Differentially expressed mRNAs of potential target
genes in blood lymphocytes between children
with MPP and healthy children
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