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[Abstract]
recurrent spontaneous abortion (URSA) and investigate the roles of miRNAs played in URSA. Methods: The miRNA-sequencing was

Objective: To screen the differently expressed miRNAs study the expression andfunction of let-7f-5p in unexplained

applied to screen miRNAs that differently expressed in URSA placental villous; The qRT-PCR was used to validate the miRNA’s ex-
pression of screened miRNAs; The DAVID was applied to analyze pathway; The qRT-PCR was conducted to measure the expression
of target genes in p53 pathway. Results: The expression of let-7f-5p was markedly up-regulatedhighly expressed in URSA placental
villous; The targets of let-7f-5p were abundant in p53 pathway, and the expression of MDM-X and MDM2 was significantly down-reg-
ulated, while the expression of p53 was significantly up-regulated. Conclusion: let-7f-5p might promote cell apoptosis in URSA by
regulating the expression of MDM-X/MDM2/p53 in p53 pathway.
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* 1 RT-PCREI¥EFSI
Table 1 The primer and its sequence of RT-PCR
miRNAs SIYFS (5'—3")
[§[) RT: CTCAACTGGTGTCGTGGA

F: CTCGCTTCGGCAGCACA ;R: AACGCTTCACGAATTTGCGT

hsa-let-7f-5p

RT:GTCGTATCCAGTGCAGGGTCCGAGGTATTCGCACTGGATACGACAACTAT

F:GCGGCGGTGAGGTAGTAGATTG; R: ATCCAGTGCAGGGTCCGAGG

GAPDH F:GGATCTCGCTCCTGGAAGATG ; R: GGGAACACAAAAGACCTCTTCTGG
MDM-X F: TGATTGTCGAAGAACCATTTCGG; R: TGCAGGGATCAAAAAGTTTGGAG
MDM2 F: GAATCATCGGACTCAGGTACATC; R:TCTGTCTCACTAATTGCTCTCCT
p53 F: CCCAAGCAATGGATGATTTGA ; R: GGCATTCTGGGAGCTTCATCT
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Figure 1 Quality control of sequencing
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Figure 2  Analysis of has-let-7f-5p expression

il 22— AHJE, ST AN M UE T 18 E R T LT R
B

I AE Ok B A AR A R BOR B U &, miRNA
(ABIF 5 76 45 A S i R & R, KR 98 T A0 AR
YIRE . i A R JEIINIR , miRNAs A i 45 # i
30% M S REFL N IS %F miRNA — X £ 23—
FEIRAME 7 20, W98 1 X URSA S EAH A i#17
S K miRNA WP, W4T miRNAs 5

- 974 . Moat BB Kk o 2017 4 8 H
% 2 URSA HAFEHEHERKIEN miRNAs
Table 2 The differently expressed miRNAs in URSA placental villous
RNAS 47 P1H ik [ 5
mi S 7N 5
Pdeseq Pedger (/3D A AN
hsa-let-7a-3p 4.72x10° 3.88x10° A VvV x
hsa-let-7f-1-3p 4.52x107 1.07x10° i vV vV
hsa-let-7f-5p 4.72x107 3.38x10 i vV vV
hsa-let-7i-5p 4.98x107 8.31x10™ i vV vV
hsa-miR-132-3p 2.29x107 7.29x10 i vV vV
hsa-miR-196a-3p 3.32x10 5.13x10™ A VvV x
hsa-miR-21-3p 1.70x107 5.19x10 i vV x
hsa-miR-21-5p 2.75x10° 2.21x10° iR vV x
hsa-miR-210-3p 3.32x10° 1.47x107 i vV vV
hsa-miR-29a-5p 3.32x10° 2.17x10° i vV vV
hsa-miR-29b-3p 4.98x107 4.17x10° i vV vV
hsa-miR-3656 3.25x10° 3.94x107 T vV x
hsa-miR-4488 8.23x10* 1.46x10° T vV x
hsa-miR-5100 2.75%107 1.44x10™ T vV vV
hsa-miR-7977 1.85x102 1.11x102 T vV x
hsa-miR-95-3p 1.70x10™ 5.82x107 i vV x
hsa-miR-98-3p 4.72x107 7.96x10™ = vV vV
hsa-miR-98-5p 1.70x107 9.69x10~ i vV vV
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Figure 3  Analysis of gene expression
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