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MiRNA-873 promotes migration and invasion of hepatocellular carcinoma
Han Guoyong, Zhang Long, Chen Zhiqiang, Wang Xiaowei, Zhu Qin, Huang Xinli, Wang Xuehao
(Department of Liver Transplantation Center, the First Affiliated Hospital of NJMU, Nanjing 210029, China)

[Abstract] Objective: To investigate the expression of miRNA-873 in hepatocellular carcinoma(HCC) tissues and cell lines, further
study the effect of miRNA-873 on migration and invasion in hepatocellular carcinoma cell lines. Methods: The expression of
miRNA-873 in HCC tissues and cell lines was detected by RT-PCR. Wound-healing experiment and Transwell invasion were used to
examine migration and invasion of cells, respectively. Western blot was used to detect the activity of Janus kinase 2 (JAK2) and signal
transduction and transcriptional activation 3(STAT3). Results: The results showed that miRNA-873 was upregulated in HCC tissues
and HCC cell lines, compared with that in the normal control. RT-PCR showed that the expression of miRNA-873 decreased or in-
creased after miRNA-873 inhibitor or mimic transfection, respectively (P<0.01). Compared with the normal control, knockdown of
miR-873 significantly inhibited the migration and invasion of HepG2(P<0.05). However, overexpression of miRNA-873 had the oppo-
site effect(P<0.05). We also found that miRNA-873 significantly activated JAK2/STAT3 signal pathway. Conclusion: MiRNA-873 was
overexpressed in HCC and might promote HCC migration and invasion through JAK2/STAT3 signal pathway.
[Key words] miRNA-873; hepatocellular carcinoma; tumor invasion; JAK2; STAT3

[Acta Univ Med Nanjing,2017,37(09) :1076-1080 |

JIF 24 Jd 98 (hepatocellular carcinoma, HCC) &
TS F R WA R 2 — | HORFE R A T T
iR A5 3 202, IR HCC & B — M e i L ok J A
P, R T AR R AT VI PR A DL A A SR E
WA Y KB 25 HCC 19 TS AT SR 55 22 9 it it —

[BEE£T B JTLHE S KAA RIEDH 34 (NO2014-WSW-005)
* il {5 1E # (Corresponding author), E-mail : wangxh@njmu.edu.cn

BT HCC BAES KRR FHLR A EZEE L,

/N RNA (microRNA ,miRNA )& K FE 28 20~
24 PAZAFR Y/ RNA HA# i1 7E 3'-UTR #U[s] mRNA
1) B D 370 000 o) R PR 1 Rk R HEAE FH B R F
FEC KW, miRNA 25 Mg (3458 ik AT 5%
A B I 8T 55 22 Bl AR P2 D R R R 4550 SRR AT
238 F B, miRNA-873 7E il . FLARJE LA B BP9



8537 &5 9 W)
2017 9 H

EE T e, BRAETR 4R, miRNA-873 {E kg 40 e i i % 51228 ().
R o R BRI 22 i (A SR BN AR ) ,2017,37(9) :1076-1080

-1077-

Tk R 7T miRNA-873 W 3 sk #0817 4 fifd J#] 304k
# E B5 B 3(cyclin dependent kinase 3,CDK3)k
0 31 B 4 2K SZ K au(estrogen receptor o, ERat) B9 1 1
Qe A AR A I T A S LR R T = R SRR T 254 AR
i, miRNA-873 7& HCC "' 1 22 3k K AR RIS AN W Afg
AHF5E R A PCR Western blot .48 g %92 A M Tran-
swell 77K HCC 2 K40 d h miRNA-873 %1k
i, DA H X HCC 20 ML 3T 7 5 1= 22 s e | i T 45
i miRNA-873 7£ HCC &4 KR rER

1 #EFT %

L1 H#

HARAR A 2014 4F 1 7 —2016 4F 1 H &/
5 BE R 5 — B B2 B T e AR T TR VTR IR T
() HCC 3% 30 0l , 9 55 4141 30 ], A 35 th ol ot
BB R 25— s B B R 12 . AL R
YRS Z T AT BRI . AR B
DIBOF M & T WA REN 55 -80 CIRAF# .

AN HCC 4l 4 & Hep3B HepG2 .SMMC-7721 .
Huh7 DL AE & AT 40 HL7702 0 T b it o [ 7
BRI, AT 4R 3 DMEM 15373600 109% /i
BT M 1%T . BER R FIREELE 37 °C . 5%C0, T
g%,

Janus i 2 (Janus kinase 2,JAK2) K H. i g k.
Yok 5 55 3 755 351k F 3 (signal transduc-
tion and transcriptional activation 3,STAT3) A H.#f
iR fkbiiAk , GAPDH $Hiik ¥y B S [E CST A+ .

1.2 Fik
1.2.1  fmpast i

OO A K0T HCC 20 R AE T 6 FL AR Hh 55
7% 24 h,miRNA-873 i & ik (mimics) 5 miRNA-873
WA (inhibitor , 1 7 B9 2% W] ) B ML A% B B4 X Rl
il Lipofectamine 2000 (Invitrogen 2\ F) , 3 & ) #F 17
By AR QP B2 AR S U B, 54 6 h
JE AR BRSO ARSEEE 24~48 h RSN
R e e BRI A T T RE I
122 RNA #IRA=% & %0 PCR

ARG BEHT A5 R T TRIzol 32 HUE RNA (K%
TaKaRa /A #]), Nanodrop 2000 ¥l RNA #{i Ji& 1y
F (NanoDrop 2~ Fl, 32 ), W H microRNA F§ 5 4
TaqMan £ £ 1 TaqMan Universal PCR Master Mix
(ABI A Fl, £ ) #£4T miRNA-873 1951 7€ it PCR
Kl (TagMan #RFF 1202 w8 45 S M 19 72 it PCR 4%
A HAZOREFI Tag B 3'—5" SN R BTG 1%, V)

Wik L, = A A5 5 ) . ) 7E ABI StepOne Plus
Detection system (ABI 2~ W), 2 [H) L b 47, 34 4 1F
$9:95 °C Fi2EPE 10 min,95 °C ZE1E 15 5,60 °C ZEAi
1 min, "3 40 MG, U6 fERNS AR R AT .
SRR N 5w, miRNA-873 % U6 4 0.5 plL, B
# eDNA 4 1 pL,ddH,0 & 3.5 pL, AR 10 pl.
HEREE AN S5 %W T .miRNA-873 1F X
5'-GCAGGAACTTGTGTCTCCT-3", Jz 4k 5'-TGAG
CTAGGGTTAGTCGAAGAT-3" ;U6 1F X4 5'-CGCT-
TACAGCAGACATAC-3', )2 4% 5'-TTCACGAATTTG-
CGTGTCAT-3' .2 7t miRNA-R73 FHXf Rk,
1.2.3 Western blot

FH RIPA Zf#4anff, #2BCEE T, BCA & &
H& &, MAEH EFEZ S 100 )C3 10 min,
SDS-PAGE #EA7 MUk 73 B 5, R 5 2
PVDF J I ;5% Wi 0k = i35 2 h; IMA—$diL 4 C
9 A, TBST VYEMR 3 UK, B K 15 min; ITA Z 40
BEE 2 h,PBST ¥ 3 ¥, 54K 15 min; IILA KOG K0
W EEC TR BUR R G T i, LA 3 IR,
GAPDH STAT3 .p-STAT3 . JAK2 .p-JAK2 #T 14 i B
13124 1:1 000,

124 XJREHEE

W G Yl () AN X 51 Bl T 6 FLAR 4k 2k 8 37
LA MR L Jy 5x10° A~ REAH I 90% M BE J= | 4l L 17
YLk 24 h, H] 200 pL 4k 7E 6 fLAR 5 RIE
PBS ViU B 228807 40, in A TG I B 7R S WA
ORI, 24 h J5 PR ORES IR IS 5%

1.2.5 @iz £ %%

K I DMEM ¥ Matrigel 5 B (1:6), MAZE
Transwell /N%,100 wL ALK 5544 TF),37 C E
1 h,Matrigel 78575 )5 , Transwell F ZJiIA 750 uL
% 10%FBS ) DMEM ¥4 P 1 ho & 1%
A= 1M DMEM 15 5% 50 25 B 1x10° A~/mL 11 20 ifd
WL 200 L 20 i FE Fh & Transwell % A5,
1 FENIMAS 10%FBS i) DMEM 5537 3E 600 pl,
IR FE 24 h, B Transwell /D= | AR 2R
T TR B J 39 1T 1) Matrigel , PBS 5242 ok, Bt 1+, H %
52 ,0.1%%5 S e i, WK b Pk 2 Ax 45 i 58
W, BT e B TSI IR SE R A 3 IR
1.3 %itF5 ik

KA SPSS 12.0 B iT 5 it ab B, 4551
TF R B0 A8 B b 1 22 (oo s ) FR , 2L 1) LE 350K
Student’s ¢ K% ; THECH BHHERCR ROk 56, 241
6] Fe R F O 225307, P<0.05 NZERA G E X,



37 B 9 #

-1078- Mom E OB k% % 2017 4£ 9 H

) & = 2.2 miRNA-873 inhibitor 2% mimics 7 B & & &
- HCC 2a /. miRNA-873 #4 % ik /K -F

2.1 miRNA-873 £ HCC 4L B tmfie, ¥ & £ ik 3 9E miRNA-873 £ HCC 20 i vh i 4 T, A<

it 98 6 E i PCR A 30 X HCC Ko 55 41
g B HCC 41487 miRNA-873 (193 ik /K-
W s TR 5404 (P<0.01, & 1A), HE—E46
HCC 4 it A1 1E 5 A48 g HL7702 ' miRNA-873
1) 225K 45 -0 HCC 4018+ miRNA-873 %
ik T IE R 40 (& 1B).,

4,

WF 5% 38 33 miRNA-873 inhibitor B mimics #F ifii i
A5 A0 b miRNA-873 19 % ik &, i o 5Ot &=
PCR B e Je st R . 25 BoR, Y miRNA-873
inhibitor 3% mimics 5 , JH % 40 6 HepG2 1 Huh7
' miRNA-873 1) 2 ik it i 2 B s TH & (1A 2,
P<0.001),

A B
I 4 i
-1 1

ﬂé:‘- ...0 j§ 64 T 1
= [ ] jang ok
= ° " <= r 1
< o0 < «
£ 21 ° gy Z 41
= ll..l El %
o o | —
%11 egese — % 24
< ° <
C [ et vmbr o ]
E0 + St E 0 T T T T

HCC41Z! gt HepG2 SMMC-7721 Hep3B  Huh7 ~ HL7702

A7 RE i PCR A HCC 4120 H miRNA-873 23k B i i T8 55 4140 B w2 it PCR A& HCC 4 fid b miRNA-873 ik W] b & T 1F

T4 AL HL7702, "P<0.05,7P<0.01,

B 1 miRNA-873 £ HCC HA MK HCC s HEX RILE
Figure 1 Relative expression of miRNA-873 in HCC tissues and cell lines
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Figure 2 Changing expression of miRNA-873 in HCC cell lines by miRNA-873 inhibitor or mimics transfection
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Figure 3 Effect of miRNA-873 on migration of HCC cells(x100)
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Figure 4 Effect of miRNA-873 on invasion of HCC cells(x100)
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