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LncRNA BX357664 inhibits epithelial-to-mesenchymal transition in renal cell carcinoma cells
Liu Yiyang, Qian Jian, Xu Aiming, Su Shifeng, Qin Chao, Wang Zengjun’
Department of Urology, the First Affiliated Hospital of NMU, Nanjing 210029, China

[ Abstract | Objective: To investigate the expression of IncRNA BX357664 in human renal cell carcinoma (RCC) and its function in
epithelial - to - mesenchymal transition (EMT) in Caki-1 and Caki-2 RCC cells. Methods: Downregulated LncRNA BX357664 was
confirmed in RCC tumor tissues by previous IncRNA microarray. Real-time PCR was performed to analyze the expression of IncRNA
BX357664 in 24 pairs of human RCC samples, Caki-1 and Caki-2 cells, respectively. Transwell migration and invasion assays were
performed to detect the ability of migration and invasion in transfected Caki-1 and Caki-2 cells, respectively. Western blotting assay was
carried out to identify the relative proteins in EMT process which affected RCC metastasis by IncRNA BX357664. Results: LncRNA
BX357664 was downregulated in 24 pairs of RCC samples, Caki-1 and Caki-2 RCC cells, respectively(both P < 0.05). Overexpression
of IncRNA BX357664 suppressed migration (P < 0.01) and invasion (P < 0.01) by inhibiting EMT in Caki-1 and Caki-2 cells. The
expressions of EMT related proteins were significantly changed, and the process of EMT was inhibited(P < 0.05). Conclusion:
LncRNA BX357664 was downregulated in RCC and could inhibit the ability of migration and invasion in Caki-1 and Caki-2 cells by
blocking EMT.
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Figure 1 The expression pattern of IncRNA BX357664 in tissues and cell lines of renal cell carcinoma
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Figure 3 Cell migration and invasion assays
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Figure 4 The protein level of EMT-related markers in NC group and BX357664 group by Western blot assay
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