R ERR A 4 (A AR AR 5538 5 103
<1472 - ACTA UNIVERSITATIS MEDICINALIS NANJING (Natural Science ) 20184F 10 H
kY — S et \A Nl ==\
FIRBRE T AR ER ISR ERE
G SN S R
BRI R B AR VIR FEAT 21002937 R B EERF R M B IL T R B AR, VIR R AT 211100

[ ZE] FORIRES R AR R RE A I B 51 S N A0S 28 B0 K32 (fine needle aspiration, FNA ) Z AR R
i HCRBRES T VE TR BARIE . SR11T 20%~30% 4 HER RS 7538 5 FNA 3 TE i A2 W, MR 451 1) BB RS2 2 W TR
AT ARG R B A RUESE R RS, KRS T HR A 1AL TR, T I A i PRGN S AR RS B2 W7 T LR S i v
J7 o ASCEEARHVRIRES T BSE DS W IT T LR Xof FHUR R 79 B XURS A 7 8] R/ S g s A1 (R

[REEIA ] FUARIRES Y s LS W ORI TE IR ; R bk
[RESES] R582 [XEEREB] A
doi: 10.7655/NYDXBNS20181032

[XEHS] 1007-4368(2018)10-1472-05

Research progress of preoperative genetic diagnosis in thyroid nodule

Zhang Yuchun'?, Wang Kun*, Ma Xianghua'

'Department of Endocrinology ,the First Affiliated Hospital of NMU , Nanjing 210029 ;’Department of Endocrinology,
Jiangning Hospital Affiliated to NMU , Nanjing 211100, China

[ Abstact |
cytology (FNA )is the gold standard for preoperative evaluation of the nature of thyroid nodules. However , approximately 20% to 30% of

The detection rate and incidence of thyroid nodules have increased year by year. Ultrasound-guided fine needle aspiration

thyroid nodules by FNA are not clearly benign or malignant. Patients with such nodules are often received diagnostic surgery. Most nod-
ules are confirmed benign lesions by postoperative pathological findings. Thus, those nodules have accepted unnecessary surgery. Pre-
operative accurate diagnoses like genetic tests are used to identify benign or malignant nodules to avoid overtreatment. This article re-
views the genetic diagnosis advances and clinical value of risk assessment, efficacy prediction, and prognosis for thyroid nodules.
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classifier, GSC)

Afirma & K 235 73 4 38 13 RNA 7K i



- 1474 - [E]

NI S

5538 &5 101
20184F10 H

167 Fi L PR F5 S 0 238 18 DLKE 1) FFODR AR 4574 R
(RIZ TP, T DL 43 X 43 3 FPODR R 23515
B BOIRBRENG o A f RNA 235 U281 JB IR T i
AL FE AL O PR B S SE TR R 91 ) 35k PR 1) A
5 e 2% L AH AR R 2c2E 4t Py 2K F-an
HRIEFNA T 7 A AR & A FeMast A5 A8 1k,
FA DNA JFFILAE .

2012 4F 2 SRAE CHr et 22 Ba o 2% i) i — I
WE CHTIEN: 2 Hi B8 56 0E T GEC 1) R AU
1 90% , HBAPEFINIE K T 95% , T GEC BLH —
T RE A A S5t HERR A S T A I =, 7 2 B S
RFARRK, SR, GEC 5 KA B S 7E T 45 5%
1%, KA A B a2 800 GEC AT SE45 1575 9R To A
A FOEME, IF HX GEC RS T =& 4 & e ik
S5 KB IR . GEC RE & 5L
1R F AR RANAEAE G, Sacks 55 2 P24 T GEC
R i Je AR R R B 225 . GECH%
— AN TE T2 W T 40 I e e 1 A 1, — 30
WFFE k7 GEC B g Bk 20 A fif i U3 Sk T Sk, i
SN GEC MR BHME . 5 R 3 il 18 B 28
P 8 Y60 7 7R HE PR AR 2L S R T 3 25 NIFTP, 1]
GEC#4 NIFTP 45 5 7R3 24 PR , 3tk 18 im GEC i
PR

S R A 0 oy 28 Al ot ol R T R AR R 4

5 AL T RNA &5 5k AR 2243
S Btz 53 2 3R 35 RN I 2% B A A v TR R MR
A BURNEFIAEGE . Patel 28205 1 S5 FI2 12
Wir &t SR AL PR Rk 4 RS W 4 SR R4 T 1 1 IE
FE DAL 53 S ARA2 WA 52 Pk FHOIR IR 251 i R
U R 91% , Fi 5N 68% , GSC Kt GEC 4% Sk
PEE T 36% , A RGN T RS BUE B, AT
WG RN S WETAR
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3.4 MicroRNA(miRNA)
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-146b-5p . miR-155 . miR-204-5p .miR-222-3p . miR-
375 .miR-551b-3p, 7ERE PR 5 A8 BAPE 1 451 rh HARR 5=
R 98% ' ik A A4 5 ThyGenX 4 A B,
miRNA 3R 3K 73 25 4% 19 8 5 1 0 89% , Sk Ry
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