553955 11 1) R ERR AR (A AR
20194F 11 H Journal of Nanjing Medical University (Natural Sciences ) + 1589 -

& RATI -

K$EJEZR RS RNA MCM3AP-AS| e F e AL IR TE B & g H
AP RIERIERFIES X

£ 2LR R

A ERRE S — IR BEABE VT8 FIAt 2100295 Mt BERHR 288 — R ERBE MR 105 Miat 210029

[ ZE] B FITHKEEIES % RNA (long noncoding RNA, LncRNA ) MCM3AP-AS1 75 S I 2 v il gk K HL I PR 21
o Tk WU B AR Lot (S =60 25 ) I 0) L Tt 6 8 35 g 2H 2L 2 il A AR 6441, 1o T qRT-PCR B g 4H 4L b 1Y) Lin-
cRNA MCM3AP-AS1 FIRH N, e 20 LA LRI L ZUREAS v i M 22 32 4R (estrogen receptor, ER) (223 2 52 {& (progester-
one receptor, PR) | N & J7 H: K K F3Z -2 (human epidermal growth factor receptor-2, Her-2) \Ki-67 T J& | Dickkopf #1524 1
(Dickkopf-related protein 1,Dkk1) 25 [1ZRIEIE I . Her-2 e 2 A4S A 2+ 1 S 2 0F— 2P AT 9O IR 238180 (FISH) R . 43
BT LncRNA MCM3AP-AST 3 115 106 45 7L I 9 £ 385 166 PACHA BHL 22 1) 14 96 22 Bt 5 (5 mm) . 5 R - 44001k 22 L ER (PR BAERY
FLIIE B IR ZH 20 LncRNA MCM3AP-AST R IAW] i 7H i (P < 0.01) . LncRNA MCM3AP-AS1 (235 5 & A A TET T
W R B TAR DA B S B R B YN (P < 0.01) o 2RI (Her-2 BHPE . Dkk1 FHIERY B E A5 A BHZ (P <
0.01) . LncRNA MCM3AP-ASI = 321k ¥ ZL AR 8 5 JC M e A= A7 W] AR TR ERIA 41 (P < 0.01) . #4518 : LncRNA MCM3AP-
AS1 5 LSRR AR WA T e R BT . AT LneRNA MCM3AP-AS 26305 %6 WA L IRIRE A 05 2 RS AL K 0 o L s
BAETG HA AN .

[54#E]  FLUUW ; LncRNA MCM3AP-AS1; Dkk1; B H:4  ilf5

[hESZES] R737.9;Q786 [X#EFRER] A [EHS] 1007-4368(2019)11-1589-05
doi: 10.7655/NYDXBNS201911108

Expression and clinicopathological significance of long noncoding RNA MCM3AP-AS1 in
tumor tissues of elderly patients with advanced breast cancer
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[Abstract] Objective: To investigate the expression and clinical pathological significance of long noncoding RNA (LncRNA)
MCM3AP-ASTI in breast cancer patients. Methods: A total of 64 cases of tumor tissue puncture specimens were collected from elderly
women (age=60) with advanced breast cancer. The expression of LncRNA MCM3AP - AS1 in tumor tissues of these patients was
detected by qRT-PCR. The expressions of ER, PR, Her-2, Ki-67 and Dkk1 protein in breast cancer tissue samples were detected by
immunohistochemistry. Samples with immunohistochemical Her-2 2+ were further tested by FISH. Furthermore, we analyzed the
relationship between LncRNA MCM3AP-AST expression and clinical pathology of breast cancer patients and its impact on prognosis.
Results: The expression of LncRNA MCM3AP - AS1 was significantly increased in breast cancer patients with poor tissue
differentiation and ER(=) ,PR(=)(P < 0.01). The expression of LncRNA MCM3AP-AS1 was not associated with the presence of liver,
lung or brain metastasis, but was closely related to bone metastasis (P < 0.01). Patients with ER (=) ,PR(-), Her-2(+) or Dkk1(+)
were more likely to have bone metastases (P < 0.01). The progression-free survival of breast cancer patients with high expression of
LncRNA MCM3AP-AS1 was significantly shorter than that of low expression group (P < 0.01). Conclusion: LncRNA MCM3AP-AS1 is
closely related to the malignant biological behavior of female breast cancer. The detection of LncRNA MCM3AP-AS1 expression has
potential value in helping us to better understand the mechanism of breast cancer and judging the prognosis of breast cancer patients.
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Table 1 The relationship between expression of LncRNA
MCMB3AP-AS1 and clinicopathologic features
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(=) 40 2.54+0.27
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Figure 1 The relationship between expression of LncRNA MCM3AP-AS1 and distant metastatic lesions
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Table 2 The relationship between bone metastasis and

histopathology of breast cancer [n(%)]
S
A = e = Pl
ER
(+) 9(23.1) 30(76.9) 0.001
(=) 16(64.0) 9(36.0)
PR
(+) 6(22.2) 21(77.8) 0.018
(=) 19(51.4) 18(48.6)
Her-2
(+) 15(62.5) 9(37.5) 0.032
(=) 14(35.0) 26(65.0)
Ki-67
<14% 6(31.6) 13(68.4) 0.202
=14% 22(48.9) 23(51.1)
Dkk1
(+) 19(65.5) 10(34.5) <0.001
(=) 8(22.9) 27(77.1)
1007 Log-rank P=0.003
80-'*.‘.
S o0 ]
@ 40 T MCM3AP-ASI {64k
&
20 1
0

0 0 40 60 80 100
M ()
B2 LncRNA MCM3AP-AS1Ri% 5FLAREERE PFS Z |
5% % (Kaplan-Meier %)
Figure 2 The relationship between LncRNA MCM3AP -
AS1 expression and PFS in breast cancer pa-

tients (Kaplan-Meier method)
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