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RNPC1 inhibits breast cancer metastasis via down-regulating Snalil
Wu Jing, Zhou Xujie, Li Xiaoxia, Shi Liang, Ding Qiang”
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[Abstract] Objective: To explore the regulatory mechanism of RNPC1 on the expression of Snail family transcriptional repressor 1
(Snail) in BT474 breast cancer cells and the possible role of RNPCI in breast cancer lymph node metastasis. Methods: Immunohisto-
chemical (IHC) staining was used to detect and compare the expression of RNPCI in 42 cases of breast cancer tissues with lymph
node metastasis and 39 cases without lymphatic metastasis. The difference of RNPC1 gene level in breast cancer tissues with or with-
out lymph node metastasis was calculated via utilizing TCGA database. The expression of RNPC1 in BT474 cells was knocked down
or induced by lentiviral vector, and the effect was identified by qRT-PCR and Western blot. Dual-luciferase activity assay was applied
to test and verify the target gene of RNPCI. Results: Compared with breast cancer tissues with lymph node metastasis, expression of
RNPC1 was significantly higher in those without lymph node metastasis. The qRT-PCR and Western blot results showed that knock-
down of RNPCI in BT474 cells up-regulated Snail levels, whereas overexpression of RNPC1 resulted in down-regulation of Snail ex-
pressions. The dual-luciferase activity assay confirmed that 3'-untranslated region (3'-UTR) was required for RNPC1 to decrease the
expression of Snail. Conclusion: Our findings suggested that RNPC1 might inhibit breast cancer metastasis via targeting Snail.
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Figure 1 Expression of RNPC1 in breast cancer tissues
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Table 1 Expression of RNPC1 and its correlation with
clinicopathological characteristics in breast

cancer tissues
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AER (%) 0.315
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m 20 13(65.00)  7(35.00)
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Figure 2 mRNA expressions of RNPC1 and Snail after
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