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Threshold survey of transmitted HIV-1 drug resistance in Jiangsu province
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[Abstract] Objective: To survey the prevalence of HIV-1 drug resistance and subtype distribution among population with newly
infected with HIV who were younger than 25 years of age and not received antiretroviral treatment. Methods; Blood specimens of HIV
infected individuals were collected and HIV-1 pol gene was sequenced. The genetic mutations associated with drug resistance were i-
dentified with Stanford HIV Drug Resistance Database online. The phylogenetic tree was built with MEGA4.0 software ,and subtypes
were analyzed. Results; No mutations associated with HIV-l drug resistance was found in the reverse transcriptase and protease re-
gion. There are 4 subtypes, CRFO1_AE,B,CRF07_BC and CRFO8_BC,identified among 47 isolates. CRFO1_AE was predominated,
which account for 59.6% ,followed by B subtype which reached to 25.5%. Conclusion: The first line regiments of national anti-retro-
virus treatment is still effective. Testing drug resistance to HIV is not needed before starting anti-retroviral therapy (ART). Subtype
distribution of HIV changed obviously compared with 2006. To further know dynamic HIV prevalence in Jiangsu province,the molec-
ular epidemiology study on HIV-infected population confirmed within the past two years should be conducted.
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1.2.2  HIV-1 RNA #9325

K 48 [ QIAGEN 72 7] QIAamp Viral RNA
Mini Kit 30575 &, 2 M7 & B9 45 32 B HIV-1
RNA
123 HAOBRXfeif 2R BR 65 5

K EC PCR § 3G 4 tis HIV 28 il X A %
SR pol XFEH B, 21K 2 1 300 bp, 54
FL4E . AMI 35 140 ) MAW26.5'-TGGAAATGTG-
GAAAGGA AGGAC-3", AMIlF #5144 RT21.5'-
CTGTATTTCTGCTATTAAGTCTTTTGATGGG-3' ; W
M 35144 Pro-1:5"-CAGAGCCAACAGCCCCAC-
CA-3", WM FESI %k RT20.5 -CTGCCAGTTC-
TAGCTCTGCTTC-3', B ¥ HE B4 1 300 bp,,
1.24 s B )55 m &

) Pro-1;RTA (5'-GTTGACTCAGATTGGTTGC-
AC-3" 1E Jf] ) ;RTB (5’ -CCTAGTATAAACAATGAG-
ACAC-3" 1F [1] ) ; RT-20; ProCl-down (5’ -CCCTGCTG-
GGTGTGGTATTCC-3", I )M 75 [, i FH ks
E QIAGEN A A QIAquick Gel Kit X PCR ;=49 i
fralifb)5 78 ABI 3730 U LA 7% Ry 510
JE o
1.2.5 LA R A

50 %E J5 B S Contig Express B4 51T
PHZ SR )5 H Bioedit X UEIT 2551 HLX FIT 51 2

o F MEGA4.0 B i 407 X He ey A et 1k
BRI R AR AHAZ IR P 51 B 58 R T AR R
HIV i 25 Bl et A 7 25057 45 8970 H7 (htp - //hivdb.
stanford.edu/pages/algs/sierra_sequence.html) ,
13 %itdF

K SPSS13.0 AKAFHEAT 7 K g R iR PRSI
G, P <0.05 G,

2 & R

2.1 BFRA 0 R RAT IR T4

M 1 fis, WXt g EEERTE 21~24 %,
AR B R L TR 3 72.3% (34/47) 3 BRI &
17 85.19%(40/47) fL4K & 12 £ LI 55 RIPEEAL 1%
J T ikF] 63.8%(30/47) ;38 3% YL Z 1 KL K
DL E#E ,34.0% MR GE 2l mhaith L HE .

®1 HARMNROERRITRFRIE

Table 1 Demographic characteristic of patients in research

At % (n) FIRHE (%)

A ()

17 1 2.1

18 1 2.1

19 2 4.3

20 4 8.5

21 9 19.2

22 11 23.4

23 6 12.8

24 8 17.0

25 5 10.6
el

% 40 85.1

E/8 7 14.9
fetkimie
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B 13 27.7
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Figure 1 The phylogenetic tree analysis of HIV-1 pol gene
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Table 2 The HIV-1 subtypes distribution in two transm-
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Table 3 The correlation between drug resistance mutation

site and HIV-1 subtypes (n)
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