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[Abstract] Obijective:To investigate the expression level of miR-518d in the placenta and maternal serum of gestational diabetes
mellitus and normal pregnant women. Methods: The expression of miR-518d in placenta and serum was measured by Taqman RT-
PCR in 20 women with GDM and 20 women with normal term pregnancy. Results; Expression of miR-518d in placenta was signifi-
cantly up-regulated in GDM group(4.35 + 0.88)compared to control group(1.04 + 0.73) (P < 0.01). Expression of miR-518d in serum
was also up-regulated in GDM group (2.43 % 1.07)compared to control group (0.96 = 0.88) (P < 0.05). We also showed that PPARa
was a direct target of miR-518d with a specific binding site at the seed sequence. And expression of miR-518d in the placenta was
significantly positive correlated with the expression of serum E2 (R?=0.759,r = 0.871). Conclusion:miR-518d is related with the
mechanism of GDM and we suggest that upregulation of miR-518d may be associated with the pathogenesis of GDM via an effect on
the regulation of PPARa expression.
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Table 1 The clinical characteristics of GDM group and control group

40 sk 2P (w) YY) MWEHE TR (pg/ml)  BMI(kg/m?)  BEILAE (g)  Madtd k()
GDM 20 38.5+£0.7 285 +3.4 291.70 + 23.42 292 2.1 3752 £ 417 656 + 101
Control 20 38.5 £ 0.6 27.2 3.1 251.85 + 25.37 27.1 = 1.8 3 265 £ 579 534 +£92
P > 0.05 > 0.05 < 0.05 < 0.05 < 0.05 < 0.001
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Figure 1  The expression of miR-518d in the placenta and centa miR-518d and serum E2 level

serum of GDM and normal pregnant women
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