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[# E] B AFHE miR-148a VE NI (hepatocellular carcinoma, HCC)FraE 4 iIE RN HIME . F7i% : 5L 56
7 & PCR % (quantitative real time-polymerase chain reaction, qRT-PCR) Ul HCC 3% IL3E miR-148a 7K, -5 KM 2 L
KA st FRALHEAT R i, R HCC A LT miR-148a 7K AR T R EAFR 4 KA B R 4L(P < 0.001), ROC £k
(receiver operating characteristic curve) G5 /R HCC 4 vs. BAEATFRLEAY LR T I FX (area under the curve , AUC) /7 0.666,95%
B {7 X[8] (Confidence interval,CI)°4 0.581~0.744 , 2 W REUE N 67.7% , F 54K 59.2% (P < 0.001) ;HCC 41 vs. fHERFEXTIRALMY
AUC 2} 0.746,95%CI 2N 0.663~0.818 , 12 Wi RELE Ny 43.6% , FE 574K 96.1%(P < 0.001), IiiE miR-148a 5 HCC f & g K/
(P=0.011) %% TNM 23 (P < 0.001) A 3%, ili-5 HoAtslf RS EOICH WA (P > 0.05) . HCC B#E AJS ML miR-148a /K P 5 AR
AH IR T (P=0.023) 5 ARG i A L s 1) HCC B35 HME miR-148a 7K 7B W TR, 3 HAR TARFTAKT (P < 0.05),
AR A3 R L miR-148a IRFRIA MY HCC B HEAE AR U AR T M7 miR-148a 25323451 HCC B3 (P < 0.001), Cox
0105 3B i — 20 7R 110 miR-148a AIAEA HCC FUS TPAN B — A7 P IR, 8518 : HCC S35 LT miR-148a W W FEAL, Jf5
HCC J1d G e S H 5 A5G , AT VR HCC 2 Wi 5 5L IS W R V1Al 7 S0M 88 B 3= W 1 4647

[EEIA]  AFAIIEATRE ; miR-148a; LT ARG

[fhES%EE] R735.7 [XHEFRBR] A [XEHS] 1007-4368(2016)02-135-05
doi: 10.7655/NYDXBNS20160202

Clinical value of serum miR-148a as a potential biomarker for hepatocellular carcinoma
Wang Feng,Sun Huiling, Ying Houqun, He Bangshun,Pan Yuqin, Wang Shukui”
(Central Laboratory ,Nanjing First Hospital ,NJMU ,Nanjing 210006 , China)

[Abstract] Objective:To explore the clinical value of serum miR-148a as a potential biomarker for hepatocellular carcinoma
(HCC). Methods: Quantitative real-time polymerase chain reaction (qRT-PCR)was used to inrestigate the levels of serum miR-148a
in HCC patients, the patients with benign liver diseases and healthy volunteers were used as control groups. Results:Serum levels of
miR-148a were significantly decreased in HCC cases than those in benign and healthy controls,P < 0.001. Receiver operating
characteristic curve(ROC)showed that the area under the curve(AUC)in HCC group vs. benign group was 0.666,95% Confidence interval
(CI),0.581-0.744 ; the diagnostic sensitivity was 67.7% and specificity was 59.2% ,P < 0.001. The AUC in HCC group vs. healthy
group was 0.746,95%CI,0.663~0.818 ;the diagnostic sensitivity was 43.6% and specificity was 96.1% ,P < 0.001. In addition,serum
miR-148a was significantly associated with tumor size (P=0.011) and TNM stage (P < 0.001),whereas,no significant correlation of
serum miR-148a with other clinical parameters,P > 0.05. The level of serum miR-148a in postoperative HCC patients was
significantly higher than that of preoperation, P=0.023. However,the level of serum miR-148a in postoperative patients with recurrence
or metastasis was significantly decreased,and even lower than that of preoperative group,P < 0.05. Kaplan-Meier analysis
demonstrated that the decreased serum miR-148a was closely correlated with shorten overall survival of HCC patients, P < 0.001.
Besides,Cox regression model further indicated that serum miR-148a was an independent prognosis marker for HCC patients.
Conclusion; The down-regulated serum miR-148 was related to disease condition, malignant progression and prognosis of HCC
patients. Moreover,serum miR-148 might act as a potential marker for diagnosis and differential diagnosis,evaluation of disease,
observation of curative effect and judgment of prognosis for HCC.
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AT (hepatocelluar carcinoma, HCC)fE
SR FR N UL AR R 2 — |, AR R SE A
AR LIS CRIF SR BT R 23R HCC &
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SETIUG fe 22 W LGB MR 2 — . HEMB A= A
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microRNAs(miRNAs)J&—2& 1 18~25 M H R
R v BE DR ST 1 IR PR AR gAY RNAs, FR 28 o)
B0 m 245 4 T UE mRNA A9 37 JE #1115 X (untranslated
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HCC i xS H: A8 e 20 285 M D00 382 A 3 e ) i R
IO FHAE A5
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W gE 2010 4E 1 A—2011 4F 12 A B i 45—
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FFRLE 62 15, fd T REZH 55 11, BT Foe xof e 2445
BHME RIS, 2R E S R T AR — B H
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PE1T (Thermo Scientific 23 7], 32 ), ABI 7500 ¢
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Plasma Kit miScript II RT Kit miScript SYBR Green
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Y LiAET),
1.2 Fik
1.2.1 RNA I L 4ER
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HEPR IR B RNA 22 B 5320 G ] A3 A7 30t
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1.2.2 %83 KEZF PCR(qRT-PCR)#m

M. F miSeript SYBR Green PCR Kit X} & il (%
cDNA HHFSEI 58 i PCR RV, R 4. AR
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W, L cel-miR-39 K2 miR-148a AYAIXF A
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FIHT SPSS 17.0 X £ di #E47 4e it 73 #r . miR-
148a FEik K122 34T Kruskal-Wallis H 8% Mann-
Whitney U K335, R 7Kz 55 73 1 miR-148a ik K-
5511 R BEAFAE A AH CHE 3 AT . 32103 TARRHIE
(receiver operating characteristic curve, ROC) ] £& 7
£ miR-148a 7£ HCC Wi Wi H , Kaplan-Meier il
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2.1 &4friE miR-148a &-F 4|
qRT-PCR A& i 25 3 7% HCC B3 1% miR-
148a 7KF W 8 A8 T R s 4 R fd e AR AG 4L (P <
0.001) ; [A] A R R LIS miR-148a 7Kt B &
I T AR K2 (P=0.030, & 1),
22 ik miR-148a xF HCC & % 849 \6 JE4 W7 1
L ROC M2t — 2 PFAh 7S miR-148a
AKX HCC B E T TE 2 W 5 S 502 Wi 1, &
2A 7R, HCC 4 vs. RYEFHIEZHAY ROC 4 N i
# (area under the curve, AUC) >} 0.666,95% & {55 X.
[7] (confidence interval ,CI)>k 0.581~0.744 12 W1 R &
JEH 67.7% ,F5 53R 59.2% , 215580 (Youden in-
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Figure 2 Clinical diagnostic value of serum miR-148a in
HCC patients
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Table 2 Cox regression analyses the correlation between clinical parameters and prognosis of HCC patients

RS o ﬁ%ﬁ*ﬁ %%Mﬁ
HR(95% CI) PIE HR(95% CI) PIE
A <51 %/=51 % 1.264(0.617~2.589)  0.522 - -
P51 B/ 4 1.322(0.642~2.725)  0.449 - -
275 HBV g P/ BR 1.624(0.792~3.332)  0.186 - -
PEA AL £/ 1.511(0.733~3.115)  0.263 - -
L7 AFP <200 ng/mL/>200 ng/mL,  3.305(1.611~6.779)  0.001  2.454(1.172~5.193)  0.017
Jibgeg /N <5 em/>5 cm 2.635(1.280~5425)  0.009  1.617(0.784~3.338)  0.193
AR b AR 1.962(0.946~4.070)  0.070 - -
TNM 4331 [+1/M+V 4723(2.274~9.811)  0.000  3.054(1.451~6.425)  0.003
L7 miR-148a R/ IR 4.110(1.979~8.537)  0.000  2.261(1.084~4.718)  0.030
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