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Two polymorphisms at 6p21.1 and 7p15.3 and the risk of cervical cancer
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[Abstract] Objective:To investigate the correlation between 6p21.1 rs2494938 and 7p15.3 152285947 and risk of cervical cancer.
Methods: A total of 571 cervical cancer patients and 657 cancer-free controls were recruited in the study. The genotypes of 6p21.1
1s2494938 and 7pl15.3 rs2285947 were detected by TagMan MGB probe method. The correlation between the SNPs and the
susceptibility to cervical cancer was evaluated using unconditional logistic regression analysis,and the relative risk of odds ratio(OR)
and 95% confidence interval (CI) were calculated. Results: There was no significant association between the frequencies of GA or AA
among the case and control groups at SNP 152494938 (P=0.848). There was significant association between the frequencies of GA or
AA among the case and control groups at SNP rs2285947, (P=0.028),and significant reduction was found in the risk of cervical
cancer between all mutation genotype (GA + AA)and wild type genotype GG (OR=0.77,95%CI.0.62~0.97, P=0.025). Conclusion:
There was no significant association between the 1s2494938 pleiotropy and cervical cancer susceptibility,and there was significant
association between the rs2285947 pleiotropy and cervical cancer susceptibility.
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1s2285947 1E X 5|#) N 5’ -GGCTGCCTTATGGTATT-
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PCR SR R A0 T :ddH0 2.8 pl, Real-
time Probe qPCR Mix 5 pL, 1E X51¥14% 0.3 L,
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Table 1 Frequency distribution of selected variables be-
tween cervical cancer cases and controls
[n(%)]
A Jll(n =571) XHHR (n=657)  pi§
A (%) 0.090
46 294 (51.5) 370(56.3)
>46 277( 48.5) 287(43.7)
IR (%) < 0.001
15 340( 59.7) 484(75.3)
>15 230(40.4) 159(24.7)
PR <0001
0~1 324(58.3) 446(75.2)
=2 232(41.7) 147(24.8)
T 0.565
g 377(70.5) 402(72.0)
rEl 158(29.5) 156(28.0)
7 R 240(44.0) 127(21.1)
FiEay =) 306(56.0) 476(78.9)
it B
i i 473(83.4)
P 24(4.2)
98 4(0.7)
HoAh 66(11.7)
R
CIN3 65(11.6)
| 318(56.4)
I 145(27.8)
I 28(5.0)
v 7(1.2)
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I R RS OGRS LR LRPIR 2 7 2 IR
A 77 1 (OR=0.57,95%CI:0.37~0.86, P=0.007) , 3 ifi
77 11 (OR=0.47,95%C1:0.30~0.74, P=0.001) LA }2 ‘&
FE R ELZE AN CIN3 A1 T 2% (OR=0.72,95%ClI.
0.56~0.93,% 3),
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BERR F ' SR DA A5 R E D By SR e R e R
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Table 2 SNP rs2494938 and rs2285947 polymorphism and their association with risk of cervical cancer[n(%) ]

SNPs SL Y Jl(n = 571) YRR (n = 657) Pt OR(95%CI)
132494938 GG 328(57.5) 380(57.8) 0.848 1.00
GA 212(37.1) 237(36.1) 1.04(0.82~1.31)
AA 31(5.4) 40(6.1) 0.90(0.55~1.47)
132285947 GG 312(54.6) 317(48.2) 0.028 1.00
GA 210(36.8) 291(44.3) 0.73(0.58~0.93)
AA 49(8.6) 49(7.5) 1.02(0.66~1.56)
GG 312(54.6) 317(48.2) 0.025 1.00
AA/GA 259(45.4) 340(51.8) 0.77(0.62~0.97)
GG/GA 522(91.4) 608(92.5) 0.469 1.00
AA 49(8.6) 49(7.5) 1.17(0.77~1.76)
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Table 3 Stratified analysis of the SNP rs2285947associated

with cervical cancer risk by selected variables in a

dominant model

B SRR (33 15/ % ) .
AR oC AACA P  OR(95% CI)
F (%)

46 155/171 139/199 0.096 0.77(0.57~1.05)

>46 157/146 120/141 0.167 0.79(0.57~1.10)
WIEAERS (%)

15 1787230 162/254 0.172 0.82(0.62~1.09)

>15 133/82 97/77 0.223 0.78(0.52~1.17)
FEIR

0~1 163/224 161,222 0.982 1.00(0.75~1.33)

=2 137/66 95/81 0.007 0.57(0.37~0.86)
b d

¥ 201/205 176/197 0.517 0.91(0.69~1.21)

el 94/64 64/92 0.001 0.47(0.30~0.74)
Y ZopR A

ALz} 138766  102/61  0.310 0.80(0.52~1.23)

#0225 163/229 143/247 0.159 0.81(0.61~1.08)
R

CIN3/ 1 216/317 167/340 0.72(0.56~0.93)

I 74/317  71/340 0.90(0.62~1.28)

m/v 20/317  15/340 0.70(0.35~1.39)
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[ RS2 DU A BE , 6p21.1 1s2494938 22 2547 4, 5 Y
LI ) e A S TGS, 1T 7p15.3 12285947 235
N 455 01 9 1) & A XU A 5B (OR=1.33,95%ClI ;
1.08~1.64,P=0.008) .,
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KUK, X5 Li 45 8 A — 2, (0 2848 B R Dy fig
HIARR MG, 12285947 L2350 s, Jk R AU (1) 43 #7445
KR, 5 GG REREBAR L, #EH A G0 H B4
TR (GA+AA) il 25 RRAIR AR B S0 19 XURS: (OR=0.77 , P=
0.025), M H. A S50 5 PR AR A A 8 B S5 XU 1Y)
FEARTE IR =2 KA 52 i A S 2. (OR
B394 0.57.0.47, PAE 43524 0.007,0.001) , ixX L&
ZELRIOR Tpl15.3 12285947 FE R 2 480 5T 5 X,

DU I L8 SR 15 4% By B A B UG R A S50
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Tp15.3 1s2285947 fii T SP4 (Fr Sk EH) 5
DNAH11 (3718 A2 EAE 1) BRILGE 5, 3
BRI EAESY, ZTE MAPK (M
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HPV SEURHLAEH DNA B4 2015 B4, 5
AN KA — RNV, Tp15.3 1s2285947 R £ 7%
£ 5 HPV DNA [WAH B A FHAE B 350 & A R T
W B H AT ANE R T IRA R R .

T BLHE AR B BEATE 9T A7 AE— 2L R I HPV
YIRS 1) B R 2 (B9 e
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PRAVE SR B TR R AT HPV Kt , [FIEF HPV
RS I AN AR AT HEAE B B, I )z ) R
L3R HPV Bds ik 5 b, BRI 2R (WA 2
) AR (BEBE LT IRA) ik E
SJMAE S B SR R AH DG R AR I 5T i/ 5 1
GOk BT ARG IR BB/ BT HPV RIS B 5
6p21.1 12494938 Fll 7p15.3 rs2285947 JL[H £ Atk
FIAHDGHE

ZEA UL ERFSEEE R, X 6p21.1 rs2494938 Fil
Tp15.3 152285947 KK 2345V (B9 AR % 56 10U
NHE A T AN RISV R 1 e | FL SR 2 2 1k
B ) REEN A AR ] . A8 XF 6p21.1 1s2494938 Fl
Tp15.3 152285947 KL Z AW TNRE . g B Stk i)
Mol WAE e 225, HBATRGEHEBR 6p21.1 Al
Tp15.3 KPR 7E A [F] 2 A0 (1) 41 240 i o 5 HoAh 2R
PRRIVE IS DNA MBS DIRE 25 5 . SR i 1Y)
KRB, DA B A5 46 DR 38 AN AH [A] 5 BOA [R) 11 35t 1%
GO A R . HABFSRAUUN 6p21.1 152494938
1 7p15.3 12285947 L[ 245k 5 5 S0 118t 14 5y
JEMER TR AT EAR LR R R IR T R
MVERT , BIANIREE 0% s RS R 25f HPV ety
DLAEAHSE R B R 2R I 225 05 B AN
SIS SR 2 A TESE N AR, (RIS LS5 1847
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