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[Abstract] Objective: To explore the expression and significance of FOXO1 in mature B-cell neoplasms. Methods : The expression
of FOXO1 in mature B-cell neoplasms was mined in Oncomine database. The different expressions of FOXO1 between the normal
tissue and B-cell neoplasms were analyzed by BIOGPS database. The survival time of patients with mature B-cell neoplasms was
detected by GEPIA. The FOXO1 interacting proteins were analyzed by String-DB database. Results: At the mRNA level, FOXO1 was
lower in mature B-cell neoplasms than in normal tissue, and the expression level was not notable correlated with the prognosis of
mature B - cell neoplasms (Logrank P=0.39). FOXO1 related proteins are EP300, JUN, MYC, STATI, FOS, SPI1, E2F, etc.
Conclusion: The information of FOXO1 expression in mature B-cell neoplasms could be quickly extracted by using data mining and
would be an scientific and theoretical support for the further research.
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Figure 1 The overall survival curve of different FOXO1
gene expression in patients with diffuse larger B

-cell lymphoma
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Table 1 The target genes of FOXO1 and signaling pathway

P ID Bl i LR R R PR N
05200 g {5 = i % 7 1.15x107 EP300,JUN,MYC,STAT1,FOS,SPI1,E2F1
05202 LS SN 1.15x10° MYC,SPI1,CEBPB,ERG
04152 AMPK 15738 0.043 HNF4A ,ELAVLI1
#2 FOXOlEEHEREZEQN FSINEYFIRE
Table 2 The biological characteristics of target genes of FOXO1
i 1D T P HEEE  HRRIE NI
G0:0032269 A 5 3.59x10°° EP300,JUN,MYC,SPI1, QKI
G0:0050794  AHAEILFRYE Y 7 9.57x10™ EP300,JUN,MYC,STAT1,FOS,HNF4A ,ELAVL1
G0:0010942  ZUAEFET-IEFE 4 0.030 4 EP300,JUN,MYC,E2F1
G0:0007166  ANAEZFR M AZ (551 7 0.038 1 EP300,JUN,MYC,HNF4A ,FOS,E2F1,IRF4
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Table 3 The molecular function of target genes of FOXO1
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G0:0000989 &SN 5 9.43x10°  EP300,JUN,JUND,CTCF,TFAP2A
G0:0005515  HEAGE 11 9.19x10°  EP300, JUN, MYC, STATI1, FOS, JUND, HNF4A, IGF2GP2,
ELAVLI,SPI1,CEBPB
G0:0003682  HAALT IE 5 2.28x10*  JUN,CTCF,CEBPB,FOS,TFAP2A
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