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Analysis of the expression differences of peripheral blood LncRNA in patients with
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[Abstract]
Methods: Three pairs of clinical CAD group and control blood plasma samples were texted in this experiment by high - throughput

Objective: To discover unknown LncRNAs associated with Coronary Artery Disease (CAD) in peripheral blood.

sequencing methods. Cuffdiff software was used to get the expression profiles of LncRNAs, differentially expressed LncRNAs were
identified based on fold change and p-value. Differently expressed genes in peripheral plasma and blood monocytes were verified by Q-
PCR in 36 pairs of clinical CAD group and controls. Results: The optimal 45 up-regulated and 29 down-regulated LncRNAs were
detected. Three LncRNAs uc003pxg.1, ENST00000565257, ENST0O0000568324 were up - regulated obviously in peripheral blood
mononuclear cells of CAD patients. Area under the ROC curve results of uc003pxg.1, ENST00000565257 , ENST00000568324 were
0.812 5, 0.742 4, 0.742 4 respectively. These genes were all up - regulated in CAD patients obviously and these outcomes were
consistent with the sequencing results. Conclusion: The ideal LncRNAs were detected preliminarily. This founding lays the foundation
for further research, and provides theoretical basis of LncRNA using for CAD early clinical screening.

coronary artery disease ; LncRNAs; high-throughput sequencing; peripheral blood mononuclear cells
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PEH S5 1E % 4 22 5500 LneRNA, S48 O0W 4= 9
PR, R ISR VR FEAIL], LAy
I PR S BUNT T6 Oo  F  B SRR 7 R LR O
MR ABFFSE LN 5 A B FHLRIR LS IR

1 XW&HMAE

L1 %

HEHL 2017 4F 1 H—2018 45 H #ki2 T o N i
S BEBE AL DO W RRZ A AT Ik 5 1612 0 e
1 £ 36 1911, ek /U g 4 4 U o Ay et AR Bl ik it 5
B2 F T (left main artery,, LM) | ZE BT B Y (left
anterior descending artery,, LAD ) | 22 [A] Jig 3 (left cir-
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F, R TRIzol™ LS Reagent #£HU L% RNA , TaKaRa
B34S RNA SRR DNA 5 H o AR
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ERHGIFE L

2 # R

2.1 HARRRE5E 84T

S 6 BURE U9 AL S B ZH 4% 36 Bl A T RE AR
R, 5 B AT L2 1, R SPSS R 7 A 6 Fl ¢ 45 56
AT P . BRGT & B 0 B 75% 55
A 1 LT, 38.9% 8 A BEIRIR , 509 AR, 5%t R
HAHA B2 J3Ah, O B B R
2, MG AH CHE A A e O 2B P& A B
i ) e, % R AR 1 (HDL) f#k IR & 11 B
(ApoB) 7ETE Lo F 7 I Jd FAER
22 HBEHESATER

AR P {E <0.05, FPKM=0.1 19 b5 i 0 % 1 T
454> LRI K 29 A I 22 5 R A B B Ln-
cRNA, FF A4 LncRNA 54B I JE P 1Y O 2, B 2 Tl
Il LncRNA ¥EIE R, i FH 22 5 22 35 LncRNA IIff i ¥
FLHHEAT KEGG 38 B 3 A (K1 1), DA B IF HE I



+1698 - &

ok R OKR

8B 121
=2 20184F 12 H

o
¥

=

#H

B IncRNA 2 5138 . DL P<0.051F R i & &

FE Sy, R AFJIAE LA B G e 2538 BT T A9 SN T 9

B R FEE o AP I LR IEH LneRNA = RIAM) LnecRNA 25 5828 528 23R (et
BS G T TR R, R A R AR LK IR (R
1 CADEZEESXRAIGKERSIT
Table 1 The clinical characteristics of CAD patients and controls
B P REA I PRI UEREAR
I AOREGS)  WFEGS)  HoREGSe  nEEese  PE
AR (%) 60.33 57.78 67.28 63.97 0.156
B[n(%) ] 2 2 23(63.9) 26(72.2) 0.448
IR BEFE R (kg/m®) 24.32 23.99 25.08 25.62 0.268
WEPRIG [ n( %) ] 0 0 14(38.9) 4(11.1) 0.006
(%) ] 1 0 27(75.0) 9(25.0) 0.000
JIH [ i (mmol /1) 3.56 3.69 422 455 0.067
H il =5 (mmol/L) 1.57 1.77 1.92 1.69 0.592
e %% B AR A 1 (mmol/L) 0.98 1.08 1.09 1.23 0.032
%% B2 A 1 (mmol/L) 2.13 221 2.59 2.63 0.324
BAR % i A 2 1 (mmol/L) 0.34 0.5 0.55 0.59 0.746
FHIREH AL(gL) 1.32 1.11 1.28 1.35 0.299
HIEE I B(g/L) 0.71 0.69 0.79 0.97 0.001
fEE A a(mg/L) 200.67 162.09 268.79 202.92 0.302
JIF B ik i (KU/L) 8.41 8.74 7.91 8.47 0.164
SSAZ (pumol/L) 5.23 5.15 6.49 4.76 0.119
WM (%) ] 0 0 18(50.0) 11(30.6) 0.001
R n(%) ] 0 0 6(16.7) 5(13.9) 0.116
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XF 454> I F IR K 29 A T I A 9 44 Lo-
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uc003pxg. 1 .ENST00000565257 Fl ENST00000568324
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Figure 1 KEGG pathway of LncRNAs target genes
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Figure 2 Statistics of differential expression of LncRNAs in peripheral blood monocytes samples
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Figure 3 ROC curve analyses of differential LncRNAs expression
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