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Correlation between circRNA and bronchial asthma

YANG Xianmiao, QTAN Fenhong'

Department of Respiratory and Critical Care Medicine, the Affiliated Hospital of Jiangsu University, Zhenjiang
212000, China

[Abstract] CircRNAs are one class of especial non-coding RNAs which are associated with numerous cellular process and involved
in the development of many diseases. Recent studies indicate that circRNAs play important roles in innate immunity and are related to

chronic inflammatory disease. Asthma is a chronic airway inflammation and its pathogenesis is unclear. This review summarizes the

relationship between circRNAs and asthma.
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LIRS M cireRNA 1 B8 BN I I2 B RTR YT 1Y
BIEA YR EY) . TEAR KRR I circRNA 7EBE N A&
A % R A v A R RN B, KRR AR I 35 TEATF 5
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